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Secondary structure and
disorder prediction

10 e () 30 40 s < o 5O o o 60

MTTQVRKNVMDMFI DGARRGFTI ATTNLLP NVVMAFVI | QAL KI TGLLDWVGHI CEPVMA
e AAAARAAAATTIAAATTTIAAAALAAAAATAARAL  ALALARARAARARR

structure

SS
confidence

Disorder
confidence
.70 . . . . . 80 . . . 90 . . . 100 . . . 110 . . 120

LWGLPGEAATVLLAALMS MGGAVGVAASLATAGALTGHDVTVLLPAMYLMGNPVQNVGRC
Secondary

— ARAAAL — AARARAARRARA LULLLLULLLLLLULLLL UL
structure "R RARAN R RARAN
SS
_——— -
Disorder 22— ?

Disorder
confidence
. 130 . . . 140 . . . 150 .

LGTAEVNAKYYPHI | TVCVI NALLSI WV MQLI V
Secondary p gy a AR AAAAAAAAAAAAAAAAARAARAAAN

structure

SS
] —

Disorder ? 2 ?

Disorder
confidence

Confidence Key
High(9) Il [IRERN Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

