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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

Fold:SH2-like
Superfamily:SH2 domain
Family:SH2 domain

d3buxb3 Alignment

PDB header:ligase

Chain: A: PDB Molecule:signal transduction protein cbl;

PDBT! structure of a cbl-ubch7 complex: ring domain function
in2 ubiquitin-protein ligases

2 c1fbvA_ Alignment

PDB header:transferase

Chain: B: PDB Molecule:putative modification methylase;
PDBTitle: crystal structure of ttha0409, putative dna modification2
methylase from thermus thermophilus hb8- complexed with s-3
adenosyl-I-methionine

3 c2zifB_ Alignment

PDB header:transcription

Chain: A: PDB Molecule:iws1;

PDBTitle: crystal structure of a spt6-iws1(spnl) complex from2
encephalitozoon cuniculi, formi

4 C2XpnA_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3buxb3
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/885b769baa53da92/d3buxb3.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1fbvA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/885b769baa53da92/c1fbvA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2zifB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/885b769baa53da92/c2zifB_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2xpnA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/885b769baa53da92/c2xpnA_.4.pdb

5

clnw6A_

Alignment

15

PDB header:transferase

Chain: A: PDB Molecule:modification methylase rsri;
PDBTitle: structure of the beta class n6-adenine dna
methyltransferase rsri2 bound to sinefungin



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1nw6A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/885b769baa53da92/c1nw6A_.5.pdb

