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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:membrane protein

1 clzcdA_ Alignment 21  Chain: A: PDB Molecule:na(+)/h(+) antiporter 1;
PDBTitle: crystal structure of the na+/h+ antiporter nhaa
PDB header:membrane protein, transport protein
— Chain: D: PDB Molecule:pts system, cellobiose-specificiic
] component;
2 c3angD. Alignment 11 ppBTitle: crystal structure of the transporter chbc, the iic

component from the2 n,n'-diacetylchitobiose-specific
phosphotransferase system
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/86d92aa5887b6477/c3qnqD_.2.pdb

