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Secondary structure and
disorder prediction

1 10 o ¢ o 20 o o o o ¢ oo IO o o o 40 50 60

PEEME MARRI LVVEDEAPI REMVCFVLEQNGFQPVEAEDYDSAVNQLNEPWPDLI LLDWMLPGGS
Secondar - . )
Y — RAARARAAAAAAAR ey AARAARARAN ——

structure

SS
P —

Disorder ? 2 2 2

Di.sorder
confidence
L. . .. ... 70 . . . .. . . . .80 . . . ... . . . .9 . . . .., . . . .100. . . .., . . . o.110. . . .., . . . .12
PGl QF I KHLKRESMTRDI PVVMLTARGEEEDRVRGLETGADDYI TKPFSPKELVARI KAVM
RAANARNARNNN - ey ———— RARNNNANN el iy SAAARARANANRAN

. | - . [ =N | T ——
confidence

Disorder ?

confidence
.. . ... . . . .130. . . ., . . . 140 . . . .., . . . .15 . . . .., . . . .160 . . . ., . . . 170 . . . . ., . . . .180
PSRRI SPMAVEEVI EMQGLSLDPTSHRVMAGEEPLEMGPTEFKLLHFFMTHPERVYSREQLL
Secondar - . ; ) )
structuré' RN —— ey ey —— QNN ANANNNAN - ARNAN

SS
confidence

Dllsorder S
confidence
190 .. ..200 . . . . . 210 . - .. .220 . ..

P NHVWGTNVYVEDRTVDVHI RRLRKALEPGGHDRMVQTVRGTGYRFSTRF

Secondar ) _
sructre RAR - RLRARARRR —_—— ——
SS | I T I 420 . B |

confidence
Disorder 222
.

Disorder
confidence

Confidence Key
High(9) I ENINNN Low (0)
? Disordered
AR Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

