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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MKVKVLSLLVPALLVAGAANAAEVYNKDGNKLDLYGKVDGLHYFSDNKDVDGDQTYMRLG

Secondary
— AARAARAA RARARARA N S — ———— —
structure _- -- S —
: 5 IS T S ST SSSSSSSaS - I
confidence
Disorder 2 2 2 2 ?? ? 22222222222
Di.sorder
confidence I s = R
. .70 . . . . . 80 . . . 90 . . . 100 . . . 110 120
F KGETQVTDQLTGYGQWEYQI QGNSAENENNSWTRVAFAGLKFQDVGSFDYGRNYGVVYD
Secondary
e —— ———————— [ —— — —
structure — [— e sy — LA UYL
confidence
Disorder 222222222
T

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

VTSWTDVLPEFGGDTYGSDNFMQQRGNGFATYRNTDFFGL VDGLNFAVQY QGKNGNPSGE
Secondaryl

— I — —————— — R Wy ——————— —
structure
confidence
Disorder ?227? 22222272 —

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

GFTSGVTNNGRDALRQNGDGVGGSI TYDYEGFGI GGAI SSSKRTDAQNTAAYI GNGDRAE

Secondary . )
_ P [
structure v

confidence

Disorder ——— 2222222 2?2 2222722 2
Disorder
confidence

..250 . . . .. 260 . . ..270 . . . .280 . . ..0290 . . .. 300
TYTGGLKYDANNI YLAAQYTQTYNATRVGSLGWANKAQNF EAVAQYQFDF GLRPSLAYLQ
Secondary

S S SR S S

structure

SS

confidence

Disorder 2 2222272 22
Disorder
confidence

o IO o o o o 820 o o o o 880 . o .. 340 . . o o 380 . . 360

SKGKNLGRGY DDEDI LKYVDVGATYYFNKNMSTYVDYKI NLLDDNQFTRDAGI NTDNI VA

Secondary [R— N —— U — R—— b
structure

SS [ Bl | | | O | L]
confldence
Disorder —2 2222?22 2 222222222272

Disorder s ————— O —
confidence

| Sequence [INCIIAgeL;

Secondary
structure >

SS |
confidence

Disorder —— ?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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