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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

Fold:Nucleotide-diphospho-sugar transferases
1 dilzia_ Alignment

Superfamily:Nucleotide-diphospho-sugar transferases
Family:alpha-1,3-galactosyltransferase-like

Fold:Nucleotide-diphospho-sugar transferases
Superfamily:Nucleotide-diphospho-sugar transferases
Family:alpha-1,3-galactosyltransferase-like

2 dlo7qga_ Alignment

PDB header:electron transport
Chain: X: PDB Molecule:photosystem i reaction center protein x;
PDBTitle: crystal structure of i-substituted photosystemii complex

3 c3alhx_ Alignment

PDB header:electron transport
Chain: X: PDB Molecule:photosystemii reaction center protein x;
PDBTitle: crystal structure of br-substituted photosystemii complex

4 c3a0bx_ Alignment

PDB header:electron transport
Chain: X: PDB Molecule:photosystemii reaction center protein x;
PDBTiItle: crystal structure of i-substituted photosystemii complex

5 c3a0hX_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1lzia_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/d1lzia_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1o7qa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/d1o7qa_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0hx_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/c3a0hx_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bx_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/c3a0bx_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0hX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/c3a0hX_.5.pdb

PDB header:electron transport
Chain: X: PDB Molecule:photosystem i reaction center protein x;
PDBTitle: crystal structure of br-substituted photosystemii comple:

6 c3a0bX_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a0bX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7f6b5222ca192553/c3a0bX_.6.pdb

