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information

# Template Alignment Coverage 3D Model Confidence
1 d3b8mal Alignment

2 d3b8oal Alignment

3 d3b8pal Alignment

4 dlp5dx4 Alignment

5 dlmixa2 Alignment o
6 dimjia_ Alignment_
7 c3bboH_ Alignment -
8 d2zjrdl Alignment o
9 c1lmk7B_ Alignment -
10 dlig4a_ Alignment_
11 c2k9iB_ Alignment

% i.d.

16

Template Information

Fold:Ferredoxin-like
Superfamily:Bacterial polysaccharide co-polymerase-like
Family:FepE-like

Fold:Ferredoxin-like
Superfamily:Bacterial polysaccharide co-polymerase-like
Family:FepE-like

24

Fold:Ferredoxin-like
Superfamily:Bacterial polysaccharide co-polymerase-like
Family:FepE-like

22

Fold:TBP-like
Superfamily:Phosphoglucomutase, C-terminal domain
Family:Phosphoglucomutase, C-terminal domain

30

Fold:PH domain-like barrel
Superfamily:PH domain-like
Family:Third domain of FERM

33

Fold:RL5-like
Superfamily:RL5-like
Family:Ribosomal protein L5

33

PDB header:ribosome

Chain: H: PDB Molecule:ribosomal protein |5;

PDBTitle: homology model for the spinach chloroplast 50s
subunit2 fitted to 9.4a cryo-em map of the 70s chlororibosome

38

Fold:RL5-like
Superfamily:RL5-like
Family:Ribosomal protein L5

30

PDB header:structural protein
Chain: B: PDB Molecule:talin;
PDBTitle: crystal structure of an integrin beta3-talin chimera

33

Fold:RL5-like
Superfamily:RL5-like
Family:Ribosomal protein L5

B8

PDB header:dna binding protein

Chain: B: PDB Molecule:plasmid prnl, complete sequence;
PDBTitle: nmr structure of plasmid copy control protein orf56
from2 sulfolobus islandicus



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3b8ma1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d3b8ma1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3b8oa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d3b8oa1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3b8pa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d3b8pa1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1p5dx4
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1p5dx4.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1mixa2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1mixa2.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1mjia_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1mjia_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bboH_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c3bboH_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2zjrd1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d2zjrd1.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1mk7B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c1mk7B_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1iq4a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1iq4a_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2k9iB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c2k9iB_.11.pdb

PDB header:de novo protein
Chain: A: PDB Molecule:de novo protein m7;

12 cova Alignment 17 ppBrTitle: solution structure of m7, a computationally-designed2
artificial protein
— PDB header:cell adhesion
. Chain: A: PDB Molecule:talin-2;
13 C39wA. Alignment 30 ppBTitle: crystal structure of talin2 f2-f3 in complex with the
integrin betald2 cytoplasmic tail
- Fold:RPB5-like RNA polymerase subunit
14 dleika_ Alignment 33 Superfamily:RPB5-like RNA polymerase subunit
Family:RPB5
- Fold:RPB5-like RNA polymerase subunit
15 dldzfa2 Alignment 33 Superfamily:RPB5-like RNA polymerase subunit
Family:RPB5
_ PDB header:translation, transferase
16 c2pmzV_ Alignment 25 Chain: V: PDB Molecule:dna-directed rna polymerase subunit h;
PDBTitle: archaeal rna polymerase from sulfolobus solfataricus
- Fold:RPB5-like RNA polymerase subunit
17 dlhmja_ Alignment 33 Superfamily:RPB5-like RNA polymerase subunit
Family:RPB5
- Fold:DEATH domain
18 d2a5yb2 Alignment Superfamily:DEATH domain
Family:Caspase recruitment domain, CARD
— PDB header:replication
19 c3n7nE_ Alignment 20 Chain: E: PDB Molecule:monopolin complex subunit Irs4;
PDBTitle: structure of csml/Irs4 complex
Fold:Lissencephaly-1 protein (Lis-1, PAF-AH alpha) N-terminal
— domain
: . Superfamily:Lissencephaly-1 protein (Lis-1, PAF-AH alpha) N-
20 dluuja Alignment terminal domain
Family:Lissencephaly-1 protein (Lis-1, PAF-AH alpha) N-terminal
domain
i Fold:STIV B116-like
21 d2j6bal Alignment not modelled 15 Superfamily:STIV B116-like

Family:STIV B116-like



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jvfA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c2jvfA_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3g9wA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c3g9wA_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1eika_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1eika_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1dzfa2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1dzfa2.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2pmzV_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c2pmzV_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1hmja_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1hmja_.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2a5yb2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d2a5yb2.18.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3n7nE_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/c3n7nE_.19.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1uuja_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7e0b62bdb8f5f2e7/d1uuja_.20.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2j6ba1

