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# Template

Alignment Coverage 3D Model Confidence

1 c2d07A_ Alignment_
2 dlmuga_ Alignment_
3 cla92B_ Alignme:

4 c2rbaB_ AIignment_
5 dlwraal Alignment_

% i.d.

15

Template Information

PDB header:hydrolase

Chain: A: PDB Molecule:g/t mismatch-specific thymine dna
glycosylase;

PDBTitle: crystal structure of sumo-3-modified thymine-dna
glycosylase

12

Fold:Uracil-DNA glycosylase-like
Superfamily:Uracil-DNA glycosylase-like
Family:Mug-like

17

PDB header:leucine zipper
Chain: B: PDB Molecule:delta antigen;
PDBTitle: oligomerization domain of hepatitis delta antigen

12

PDB header:hydrolase/dna

Chain: B: PDB Molecule:g/t mismatch-specific thymine dna
glycosylase;

PDBTitle: structure of human thymine dna glycosylase bound to
abasic and2 undamaged dna

Fold:Metallo-hydrolase/oxidoreductase
Superfamily:Metallo-hydrolase/oxidoreductase
Family:Pce catalytic domain-like



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2d07A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/c2d07A_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1muga_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/d1muga_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1a92B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/c1a92B_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2rbaB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/c2rbaB_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1wraa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/d1wraa1.5.pdb

6

c2kncA_

Alignment

17

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d4d6de964902b7a/c2kncA_.6.pdb

