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Secondary structure and
disorder prediction

10 20 30 40 s oo B0 . o 60

MHFRAI TRIVGLLVILFSGTMI | PGLVALI YRDGAGRAFT QTFFVALAI GSMLWWP NRKE
>econday  AAAAAAAAAAAAAAAAAAAAARAARAAAA —ARAAAAAARAARAARARARA ——

structure

confidence
Disorder ? 2 2 —2 22

Disorder

confidence

70 . . . ., . . . .80 . . . ., . . . .9 . . . .., . . . .100. . . ., . . . .110. . . .., . . . .12

B KGELKSREGF LI VVLFWTVL GSVGALPFI FSESPNLTI TDAFFESFSGLTTTGATTLVGL
Secondar N
Y AAAMAARAARARAAA AARARRAARA —ARAARAARAARRAAA =R

structure
SS

confi dence

D|.sorder —
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

DSLPHAI LFYRQMLQWFGGMGI | VLAVAILPI LGVGGMQLYRAEMPGPLKDNKMRPRI AE

Secondar
soondery AR AAAAAAAAAAAAAAAAAAAAARAAAA AL — AARRARRAA LLULLY
confidenig - -
Disorder 22222272 222222222222
B

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

TAKTLWLI YVLLTVACALAL WFAGMDAFDAI GHSFATI Al GGFSTHDASI GYFDSPTI NT
Secondar
Y AMAAAAAAAAA ARAARARAAR AR AARAAAARAARARR RANAN

structure

SS
— o —

Disorder 2 2

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . .. .29 . . .. 300

| | Al FLLI SGCNYGLHFSLLSGRSLKVYWRDPEFRMFI GVQFTLVVI CTLVLWFHNVYSS

Secondary
ARAAARAA — ARRAARRAA LULLLLLLLLLULLUULL LY —
structure ARARA
SS .} T HE I O T
confidence
Disorder ? 2
I

Disorder
confidence
. 310 . . . . 320 . . 330 .. 340 . . . 350 .. . 360

ALMTI NQAFF QUVSMATTAGFTTDSI ARWPLFLPVLLLCSAFI GGCAGST GGGLKVI RI L

Secondary
RAAANSANINASANANS RAAAANNSNN RAAAAANASN
e KRN R8N
: SS L - ==
confidence
Disorder ? 2222272

Di.sorder
confidence
. . 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 420
LLFKQGNREL KRLVHPNAVY S| KLGNRALPERI LEAVWGF FSAYALVFIVSMLAI I ATGV
Secondary N
RARARRANANN gy —— =y RANARAARAN AARRANAASNN ——
structure ANARANAN
SS
confidence
Disorder 2?22?2-272727?27? ?

Dllsorder — o —
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

. 430 . . 440 .. 450 . . 460 .. 470 . . 480

B DDF SAFASVVATLNNLGP GL GVVADNFTSMNPVAKWI LI ANMLFGRLEVF TLLVLFTPTF

Secondary
—~AAAARAANAANN AAAAAAAARANRAARANAANAAARANRASS
structure
SS
| I 0
-
Disorder ?2 22 2

Disorder
confidence

WR E
Secondary A—
structure

SS
confidence

Disorder ? ? 2

Dllsorder
confidence

Confidence Key
High(9) [/ EIIEEI Low (0)
? Disordered
A% Alpha helix
= Beta strand



