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Secondary structure and
disorder prediction

i . . ., . . . .10 . . . ., . . . .20 . . . ., . . . .30 . . . ., . . . .4 ... ., . . . .50 . . . ., . . . .60
PRI MNMP MTERI RAGKLFTDMCE GLPEKRLRGKTLMYEFNHSHPSEVEKRESLI KEMFATVGE
secondary| o g aARAA AAARAARAARARRRRARA — AARRARRARRRARR —

structure

SS

confidence
Disorder 2 2 2 ?

Disorder
confidence
.70 . . .. 80 . . . 90 . .. 100 . . . 110 ... 120

I NAWVEPPVYFSYGSNI HI GRNFYANFNLTI VDDYTVTI GDNVLI APNVTLSVTGHPVHHE

Secondary . . - - , } ) )
structure [— [— [—— g [ — [RE— g [E—— ]%

SS
confidence -

Disorder

Disorder
confidence
. 130 . . 140 . . 150 . . 160 . . 170 . . .. . 180

BRI L RKNGEMYSFPI TI GNNVWI GSHVVI NPGVTI GDNSVI GAGSI VTKDI PPNVVAAGVPCR
Secondaryu

tructure [R— i - iy - i ——
SS
L BB B B o I
-

DI.SOI'deI’ [
confidence
190 .. 200 . .

BTV REI NDRDKHYYFKDYKVESSV
Secondary .
— AARARAAAR — RAR—

structure

. —__ | L

Disorder 22221222

Disorder
confidence

Confidence Key
High(9) Il [INIRIN Low (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

