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Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
Fold:Hypothetical protein MTH777 (MT0777)
1 dikjna_ Alignment 30 Superfamily:Hypothetical protein MTH777 (MT0777)
Family:Hypothetical protein MTH777 (MT0777)
— Fold:AGR C 984p-like
2 d208sal Alignment 29 Superfamily:AGR C 984p-like
Family:AGR C 984p-like
- Fold:Flavodoxin-like
3 d2ab0al Alignment 19 Superfamily:Class | glutamine amidotransferase-like
Family:DJ-1/Pfpl
PDB header:transport protein
4 C2r50A_ Alignment 14 Chain: A: PDB Molecule:putative atp binding component of abc-

PDBTitle: crystal structure of the c-terminal domain of wzt



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1kjna_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7c183727ba9db0b5/d1kjna_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2o8sa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7c183727ba9db0b5/d2o8sa1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2ab0a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7c183727ba9db0b5/d2ab0a1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2r5oA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7c183727ba9db0b5/c2r5oA_.4.pdb
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d2izval

Alignment

38

Fold:SOCS box-like
Superfamily:SOCS box-like
Family:SOCS box-like



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2izva1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7c183727ba9db0b5/d2izva1.5.pdb

