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Secondary structure and
disorder prediction

10 .o.20 . .. 030 . 40 .. 50 . . 60

MSDI SKASLPKAI FLMGPTASGKTALAI ELRKILPVELI SVDSALI YKGMDI GTAKPNAE
oy — AAARAARAAAR s ARAR AR

structure

confldence
Disorder
confidence
.70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .120. . . ., . . . .10 . . . ., . . . .120

B ELLAAPHRLL DI RDPSQAYS AADFRRDALAEMADI TAAGRI PLLVGGTMLYFKALLEGLS
Secondar N N
VAR ey — AARARRARARAAAARAAAN ey RAAARRAAR ———

structure

SS
confidence

Disorder
Disorder
confidence

PLPSADPEVRARI EQQAAEQGWESLHRQLQEVDPVAAARI HPNDPQRLSRALEVFFI S GK
Secondar
y N T e e G T L T e e W L L e ey AVAAARARANARARARS—

structure

o B0 - o o 140 o - o B0 - o o 160 P 170 180

SS
confidence

Disorder 2 —?

Disorder
confidence
190 P . 200 . . P . 210 . L .. .220 0 . L .. .230 . .. ... 240

TLTELTQTSGDALPYQVHQF Al APASRELLHQRI EQRF HQMLASGFEAEVRALFARGDLH
Secondar
Y RRAARA e sy —— AR AVUARAARARASAAARARAARNNNS ———

structure

confidence

Disorder ————— 22?2? —? ?
Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . o« 20 5 o o o o 28D o o 300

TDLPSI RCVGYRQMWSYLEGEI SYDEMVYRGVCATRQLAKRQI TWLRGWE GVHWL DS EKP
S ARAR AARRRARA ALTLTTLALLLLALRARARARAN —_— A

structure

. —— [,

Disorder ?
Disorder
confidence
. 310 . .

EQARDEVLQVVGAI AG
Secondary. o u AARAARAAARAN—

structure

)
confidence

Disorder 2 2
Dllsorder -
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

