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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MATI DSMNKDTTRLSDGPDWTFDLLDVYLAEI DRVAKLYRLDTYPHQI EVI TSEQMMDAY
Secondary ANRANAAARARRARNRAN ey RRURNNANANN

structure

Disorder 2 2 222272 —? 2 2
Disorder
confidence

70 80 920 . . .10 . . . 110 120

SSVGMPI NYP HWSF GKKF | ETERLYKHGQQGLAYEI VI NSNPCI AYLMEENTI TMQALVM

Secondary RRARRARRARRARAAN —  —— — RARRNANN
structure l

confidence
Disorder 222

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

AHACYGHNSF FKNNYLFRSWTDASSI VDYLI FARKYI TECEERYGVDEVERLLDSCHALM
Secondar
Y AAAAAAAAAA AAAARAAA —  AAAAAAAAAAAAAARARA AAA —AARAAARRARRARRA

structure

SS
EEEe—— -
-

Disorder ?

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

NYGVDRYKRP QKI SLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ

Secondary
— -~ RRRRRRAAR
ruenrs R ARRARA——RRAN A
confidence
Disorder ———————— 22222222222 22222212127? 2 2?22272222222222227?

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . .o.290 . . . .. 300

ENLLYFMEKNAPLLESWQREI LRI VRKVSQYFYPQKQTQVMNEGWATFWHYTI LNHLYDE

Secondary
ARARARAAR AAAAAAMATLALLATLLAAL ALARAAAARAARARRAR
structure AAAAA
confidence
Disorder 2 2

Disorder
confidence

GKVTERF MLEFLHSHTNVVFQPPYNSPWYSGI NPYALGFAMFQDI KRI CQSPTEEDKYWF

o IO o o o o 820 o o o o 880 . o 340 o o 380 . . . . 360

Secondary
S LULULULTUY RRRRARAR —
structure RARAASN RARARASN RARARN
confidence
Disorder ? ? ? 2 222722272 2 222 —
Disorder — -

confidence

. 370 . . . . . . 380 . . . .. .39 . . . . . . 400 . . . 410 420

PDI AGSDWLE TLHFAMRDFKDESFI SQFLSPKVMRDFRFF TVLDDDRHNY LEI SAI HNEE
e ———  AAAAARAAAA — AARAAAA  AARRAA — mm— — —————

structure

Disorder 2 —2 72?2?22 ?227? ? —

Dllsorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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