1\]1\

Detailed template

information

ml a.kelley@imperial.ac.uk
2 | Description (RS

Date ;hlijan 512:30:06 GMT

Uiz J°b 77382e751223384b

#

Template

clvryA_

Alignment Coverage Confidence % i.d. Template Information

PDB header:membrane protein

Chain: A: PDB Molecule:glycine receptor alpha-1 chain;
PDBTitle: second and third transmembrane domains of the alpha-
12 subunit of human glycine receptor

Alignment

dllghb_

Fold:Light-harvesting complex subunits
Superfamily:Light-harvesting complex subunits

Alignment
Family:Light-harvesting complex subunits

cleysH_

PDB header:electron transport

Chain: H: PDB Molecule:photosynthetic reaction center;
PDBTitle: crystal structure of photosynthetic reaction center from
a2 thermophilic bacterium, thermochromatium tepidum

Alignment

dlho8a_

Fold:alpha-alpha superhelix
Superfamily:ARM repeat

Alignment
Family:Regulatory subunit H of the V-type ATPase

dljo5a_

Fold:Light-harvesting complex subunits
Superfamily:Light-harvesting complex subunits

Alignment
Family:Light-harvesting complex subunits

dleysh2

Fold:Single transmembrane helix

Superfamily:Photosystem Il reaction centre subunitH,
transmembrane region

Family:Photosystem Il reaction centre subunit H, transmembrane
region

Alignment

Fold:a domain/subunit of cytochrome bcl complex (Ubiquinol-
cytochrome c reductase)

Superfamily:a domain/subunit of cytochrome bcl complex
(Ubiquinol-cytochrome c reductase)

Family:a domain/subunit of cytochrome bcl complex (Ubiquinol-
cytochrome c reductase)

Alignment

dim98al

Fold:Orange carotenoid protein, N-terminal domain
Superfamily:Orange carotenoid protein, N-terminal domain

Alignment
Family:Orange carotenoid protein, N-terminal domain

c3d1dC_

PDB header:nuclear protein
Chain: C: PDB Molecule:rna-induced transcriptional silencing

Alignment
PDBTitle: hexagonal crystal structure of tas3 c-terminal alpha

moti f

10

c2ww9B_

PDB header:ribosome

Chain: B: PDB Molecule:protein transport protein sss1;
PDBTitle: cryo-em structure of the active yeast sshl complex bound
to the2 yeast 80s ribosome

Alignment

11

clwrgA_

PDB header:membrane protein

Chain: A: PDB Molecule:light-harvesting protein b-880, beta
chain;

PDBTitle: light-harvesting complex 1 beta subunit from wild-type2
rhodospirillum rubrum

Alignment
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PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex

12 c2kncA_ Alignment 31
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13 difqval Alignment

Fold:F-box domain
Superfamily:F-box domain
Family:F-box domain
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