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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MKI TVLGCGALGQLWLTALCKQGHEVQGWL RVPQPYCSVNLVETDGSI FNESLTANDP DF
Secondary —eeessssp—— L LAAAAAAAAAA A e LA e ——— e s — LR

structure

SS &= | om— Iy e | INEETEENEE e
confidence
Disorder ?
-

Disorder
confidence
.70 . . . ., . . . .80 . . . .., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . .., . . . .12

ML ATSDLLLYVTLKAWQVSDAVKSLASTLPVTTPI LLI HNGMGTI EELQNI QQPLLMGTTTH
Secondar N N
structurg ——— ey ————— RARRAR AR — R e S —
SS

confidence

Disorder

Disorder
confidence
130 140 P . 150 . . . 160 ... 170 0 L 180

AARRDGNVI | HVANGI THI GPARQQDGDYSYLADI LQTVL PDVAWHNNI RAELWRKLAVN
Secondar - -
Y oy — —— AAAAAAAARAAN ey RAUANARAARAASNA

structure
SS
confidence
Disorder

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

CVI NPLTAI WNCPNGELRHHPQEI MQI CEEVAAVI EREGHHTSAEDLRDYVMQVI DATAE
Secondar
Y AAAAARAAAAA  ARARA - AARAARAARARAAARAAR —— ARAARARARRAR

structure

SS
.

Disorder ?

Disorder
confidence
. 250 . . P . 260 . . 270 .. 280 . . ..290 . . 300

NI SSMLQDI RALRHTEI DYI NGFLLRRARAHGI AVPENTRLFEMVKRKES EYERI GTGLP
S ARARAA ARRAAARRARARRAN - ARRAARARAARARAARRARA

structure

Disorder 2222222221272

Disorder
confidence

RPW
Secondary
structure

SS
e —

Disorder ? ? 2
Dllsorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

