RN 1 a. kel ley@imperial .ac.uk
| Description [El:ES
Thu Jan 511:46:34 GMT
Date 2012

) | ﬂ] ‘2
75512627412270e3

Secondary structure and
disorder prediction

10 s 0 20 o o o = o 8 . o 40 a s o0 B0 -5 o 60

MKFLPYI FLL CCGLWSTI SF ADEDYI EYRG | SSNNRVTLD PLRLSNKELR WLASKKNL V]I

Secondary
~ RAARRAAN RRRRAAR RRRRN RRRRA RAAAN AAAR
structure
SS I N - . | N
confidence
Disorder 2 ? 2 ? 2221?22 2?2 --2222?27?2? 2?2 —?

Dl.SOrder - ] ]
confidence
70 . . . . 80 . . . 90 100 110 120

AVHKSQTATL LHTDSQQRVR GI NADYLNLL KRALNI KLTL REYADHQKAM DALAEGEVDI
Secondar N
Y oy - — —— ey RANANAN AN e ey RANAN AAAN ——

structure

SS
I —- -

Disorder
Disorder
confidence

VLSHLVTSPP LNNDI AATKP LI I TEPALVT TLHDSMRPLT SPKPVNI ARV ANYPPDEVI H

130 140 .. 150 . . 160 .. 170 .. .. 180

Secondary
[— —— —————
L RRRA A8 » AAARAR
confidence
Disorder —2? —2 22?2 ?222? 22222722772 221272

DI.SOrder LB B
confidence
190 . . 200 . . 210 . . . . . . . . 220 . . 230 . . . . 240

QSFPKATI 'S FTNLYQALAS VSAGHNDYFI GSNI I TSSMI SRYFTHSLNV VKYYNSPRQY
naar R ) -
Secondar R m—p— RARARRRR AR — —p AARRAARR AR — —

structure

confidence

Disorder P—RRRR — 9889
D|.sorder — —————
confidence
. 250 . . . . . 260 . . . . . 270 . . . . . 280 . . . . . . 290 . . . .. . 300

BETEINFFLTRKESY | LNEVLNRFV DALTNEVRYE VSQNWLDTGN LAFLNKPLEL TEHEKQWI KQ

Secondary
—— R AAARARRAAAR AR ARRRRA AAAAAARAAA
structure R RN RN
SS
q N ________________________________|
Disorder ?? ? 2?2 22272272 —122

Dllsorder -
confidence
. 310 . . . ... 320 . . . .. . 330 . . . .. . 340 . . . .. . 350 . . . .. . 360

HPNLKVLENP YSPPYSMTDE NGSVRGVMGD | LNI I TLQTG LNFSPI TVSH NI HAGTQLSP
Secondar
Y ————— e—————up—RAA AARARARA  —— ARAARAAAAA

structure
SS
confidence

Disorder

Disorder
confidence
. 370 . . . 380 . . . . . . 390 . . . 400 410 420

BRI GGWDI | PGAI YSEDRENNVL FAEAFI TTPY VFVMQKAPDS EQTLKKGMKV AL PYYYELHS

Secondary "
——— AR5 —— ————— | — s ) ———LAR
structure -
confidenig B s E—— B I Bl I I S OO e I —
Disorder ? 2 —27? —————— 22222 221222
I I . [ |

Disorder
confidence

QLKEMYPEVE wi QVDNASAA FHKVKEGEL D ALVATQLNSR YMI DHYYPNE LYHFLI PGVP

430 440 .. 450 . . 460 470 480


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

structure

. _——

Disorder 2 2 o —

Disorder
confidence
490 . . . 500 . . . . . 510 . . . . 520 . . . . . 530 . . . . . 540

PEEMEIINASLSFAFPR GEPELKDI I N KALNAI PPSE VLRLTEKWI K MPNVTI DTWD LYSEQFYI VT

Secondary ARARAAAR ARARAARR ARARARAR AARARAR

structure

Disorder ? 22 2222122

Disorder
confidence
. 550 . . . . 560 . . . . 570 . . . . 580 . . . . 590 . . . 600

P T LSVLLVGSS LLWGFYLLRS VRRRKVI QGD LENQI SFRKA LSDSLPNPTY VVNWQGNVI S
secondany ARAAAARAAAA AAAAAAAAAR ARAARARAAAR ARARRAARAARR ARAN —— —— —_—

structure

SS I I N OO
confidence

Disorder

Disorder
confidence
610 . . 620 . . . . 630 . . 640 . . 650 . . 660

PR HNSAFEHYFT ADYYKNAMLP LENSDSPFKD VFSNAHEVTA ETKENRTI YT QVFEI DNGI E

Secondary . )
—RARRRRR ARRRARARRA AR — —
L RAAAN RN R -
confidence
Disorder 222 22 22
Dlsorder 1 —

confidence

.. . .. . . . . 870 . . . .., . . . .880 . . . ., . . . .69 . . . .., . . . .700 . . . .., . . . .70 . . . .., . . . .72
SELOERNEY KRClI NHWHTL CNLPASDNAV YI CGWQDI TE TRDLI NALEV EKNKAI KATV AKSQFLATMS

Secondar - -
Y —— vy — ——y R, AAARARAARL RTTLRTARAR ALLRRARARA

structure
SS

confidence -

Disorder

Disorder
confidence
. 730 . .. .. . 740 . . . .. . 750 . . . .. . 760 . . . T A A .. . 780

B HEI RTPI SSI MGFLELLSGS GLSKEQRVEA | SLAYATGQS LLGLI GEI'LD VDKI ESGNYQ
Seconder’ AMMAAAAAAAA AAAAAAAAA —ASAAAAA AAAAAAAAAA AARAAAAAAA ARRAA ==

structure

SS
confidence

Disorder 2?2 222
-
PBEEEEI L QP QWY DI PT LVQNTCHSFG Al AASKSI AL SCSSTFPEHY LVKI DPQAFK QVLSNLLSNA
SECONAY ey AAR ARARAARARR ARRARR o e RURAR ALRARARRRA

structure

confidence

Disorder

Disorder
confidence
. 850 . . . . 860 . . . . 870 . . . . 880 . . . . 890 . . . 900

B LKFTTEGAVK | TTSLGHI DD NHAVI KMTI M DSGSGLSQEE QQQLFKRYSQ TSAGRQQTGS

A e — AR AARA
- —
confidence

Disorder 22272 222222

Disorder
confidence

PR GLGLMI CKEL | KNMQGDLSL ESHPGI GTTF TITI PVEI SQ QVATVEAKAE QPI TLPEKLS

910 .. 920 . . 930 940 .. 950 . . 960

Secondary } )
S RARRARAR AN e —— — —
structure AAA =

_ SS e
—

Disorder 2222 2222222222 22222272




Disorder
confidence

. 970 . . .. 980 . . 990 . . 1000 . . . . . 1010 . . .. 1020

ILIADDHPTN RLLLKRQLNL LGYDVDEATDGVQALHKVSMQHYDLLITDV NMP NMDGF E L
naar
PECONA g AAR ARRARARARAR gy AARRARARRRN————— — RRRR

structure

SS
e —

Disorder

Disorder
confidence
. 1030 . . . .. . 1040 . . . .. . 1050 . . . .. . 1060 . . . .. . 170 . . . .. . 1080

TRKLREQNSS LPI WGLTANA QANEREKGLS CGMNLCLFKP LTLDVLKTHL SQLHQVAHI A

S etrs e ————— RARRARAAR —_— ARRRARARARR
prit g LULLLY ARA
. 5 - .
P —
Disorder ? 7 2222272

Dl_sorder
confidence
. 1090 . . . .. . 1100 . . . .. . 1110 . . . .. . 1120 . . . .. .o1130 ... ... 1140

PQYRHLDI EA LKNNTANDLQ LMQEI LMTFQ HETHKDLPAA FQALEAGDNR TFHQCI HRI H
Secondery ————AAR AAAA AR AMAAAAAAAA AAAAAAAAAA AARAA ——AA ARAAAARAAA

structure

SS I .
confldence

Disorder 2 2 2 2 2 2 2 2222
Dl_sorder

confidence

. . 1150 . . . .. . 1160 . . . .. ..1170 . . . .. . 1180 . . . ... 1190 . . .
GAANI LNLQK LI NI SHQLEI TPVSDDSKPE I LQLLNSVKE HI AELDQEI A VFCQKND
Secondary
— AANANARNAN — ANNAANANNN AAAANANAAN —

structure (RN RAR RAN R8N ANNAN
SS
confidence
Disorder 227272 2222

Disorder
confidence

Confidence Key
High(9) Il [INIRII Low (0)
? Disordered
AR Alpha helix
=) Beta strand



