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Secondary structure and
disorder prediction

1 . . ., . . . .10 . .. ... .20 . ..., .300. ... ...oL80 . ..., .. .50 . ..., .. . .60
PEEMYEIMPEATPFQVMI VDDHPLMRRGVRQLLELDPGSEVVAEAGDGASAI DLANRLDI DVI LLDL
Secondar - } )
structurg ****** e RARAARARANAN —— - RAARAARNANAN ——

SS
confidence

Disorder
confidence

o 70 o o o o« BO 5 o o 90 . . 100 . . o o WO 5 o 120

PEEMEYEINMKGMS GLDTLNALRRDGVTAQI I | LTVSDASSDVFALI DAGADGYLLKDSDPEVLLEAI
sy ARARARARRAR —— RARARARRARAR =y  RARRARANR

structure
)
confidence

Disorder

Disorder
confidence

o 130 5 o o 140 o o o 3@ . o o 160 o ¢ o WO o o 180

PBEEMEYIRAGAKGSKVFSERVNQYLREREMFGAEEDPFSVLTERELDVLHELAQGLSNKQI ASVLNI

Secondary )
——— = AAARARRAARR ARN  ARARARARRAR  RAURRARSR
structure e
confidenii -
Disorder 2222222222122 ? ? —

Disorder
confidence
190 .. 200 . . .. 210 . .

B SEQTVKVHI RNLLRKLNVRSRVAATI LFLQQRGAQ

Secondary
~RRRRRARAR —— ARRRARARARA ——
structure ARAAA A
SS
B | L
confidence
Disorder 2222
T —

Disorder
confidence

Confidence Key
High(9) I EIRIEI Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

