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Secondary structure and
disorder prediction

10 = o 80 o o o o 30 o o 40 o o B0 o o 60

MS KQRVFI AGHRGMVGSAI RRQLEQRGDVE LVLRTRDELNLLDSRAVHDF FASERIDQVY
Secondar
Y ——— RARARARARAAN ——— RANAANNANN———

structure

. ———

Disorder 2 2 2 2

Disorder
confidence
.70 . . 80 90 .. 100 . . .. 110 . . o . 120

LAAAKVGGI VANNTYPADFI YQNMMI ESNI | HAAHQNDVNKLLFLGSSCI YPKLAKQP MA
secondary »—————— AR ATTTATIALIRRARARRAAN ey,

structure

. —— L

Disorder ?
Disorder
confidence

o 13D o o o 140 15 O 160 17,0 B .. . 180

ESELLQGTLEPTNEPYAI AKI AGI KLCESY NRQYGRDYRSVMPTNLYGPHDNF HP SNS HV

Secondary
LRRR ATTIRTATTILATANARAN iy
structure &
SS
I ———
e —
Disorder ——2 2 —? 22222222 ——

Dllsorder —
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . . . 240

| PALLRRFHE ATAQNAPDVVVWGSGTPMRE FLHVDDMAAAS I HVMELAHEVWLENTQPML

Secondary
ARRAANARAARAY —— —— URAARARARARAA
structure
confidence
Disorder ? ? 2222222222

Disorder
confidence
. 250 . P .. 260 . . . . 270 . . .. 280 . . .. 290 . . . . 300

SHI NVGTGVDCTI RELAQTI AKVVGYKGRVVFDASKPDGT PRKLLDVTRL HQLGWYHEI S
Secondar N
Y ———— m—p RAARAARARARAA - — —— QRN —

structure

Disorder
Disorder
confidence
. 310 . . .. 320 .

LEAGLASTYQWF LENQDRFR G

Secondary o g AARARARARARAAAAAN
structure
SS
confidence

Disorder 227?22
Disorder
confidence

Confidence Key
High(9) I EHIRNNELow (0)
? Disordered
AR Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

