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Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
PDB header:membrane protein
. Chain: B: PDB Molecule:h(+)/cl(-) exchange transporter clca;
1 €2ht2B. Alignment 24 pDBTitle: structure of the escherichia coli clc chloride channel2
y445h mutant and fab complex
Fold:Clc chloride channel
2 dlotsa_ Alignment 24 Superfamily:Clc chloride channel
Family:Clc chloride channel
Fold:Clc chloride channel
3 dikpla_ Alignment 24 Superfamily:Clc chloride channel
Family:Clc chloride channel
PDB header:transport protein
. Chain: A: PDB Molecule:s|10855 protein;
4 c3ndOA_ Alignment 2% PDBTitle: x-ray crystal structure of a slow cyanobacterial cl-/h+
antiporter
PDB header:transport protein
5 c3orgB_ Alignment 20 Chain: B: PDB Molecule:cmclc;
PDBTitle: crystal structure of a eukaryotic clc transporter
— PDB header:replication
; Chain: A: PDB Molecule:phosphoprotein;
6 caiA Alignment 17 ppBTitle: solution structure of the c-terminal n-rna binding

domain2 of the vesicular stomatitis virus phosphoprotein



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2ht2B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/c2ht2B_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1otsa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/d1otsa_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1kpla_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/d1kpla_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3nd0A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/c3nd0A_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3orgB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/c3orgB_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2k47A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/c2k47A_.6.pdb
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c2kncA_

Alignment

23

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: plateletintegrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/6f178cc7fdb3c464/c2kncA_.7.pdb

