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Secondary structure and
disorder prediction

10 o 0 oo 20 5 o o 30 40 R 60

MYVVSTKQML NNAQRGGYAVPAFNI HNLET MQVVVETAANLHAPVI | AGTPGTFTHAGTE
Secondar:
y AAAAAANAAN ey — QAU ANAAANAANA — ey — QNN —RN

structure

SS
confi dence

Disorder
confidence
70 80 90 . . . 100 . . . 110 120

NLLALVSAMAKQYHHPLAI HLDHHTKFDDI AQKVRSGVRSVMI DASHLPF AQNI SRVKEV
Secondar: N N
Y AAARARRARAAR — e ————— ARAARANAN ——  mey———— {RRANARAANAAN

structure

SS
confidence

Disorder

Disorder
confidence
L1300 L L 140 P . 150 . . . 160 .. .170 . .. 180

VDFCHRFDVSVEAELGQLGGQEDDVQVNEADALYTNPAQAREFAEATGI DSLAVAI GTAH
Pecondar ARARRN i m— ARUURUUURAN  —

structure
SS
confidence

Disorder 222222272722

Disorder
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . 240

PRSI GMY ASAPALDFSRLENI RQWVNLPLVLHGASGLSTKDI QQTI KLGI CKI NVATELKNAFS
Second .
econcary RARRARAARAN — RAARARKNARNG ey RURRNANN

structure
SS
confidence
Disorder

Disorder
confidence
. 250 . .. .. .260 . . . P . 270 . .. . . .280 . . .

QALKNYLTEHPEATDPRDYLQSAKSAMRDVVSKVI ADCGC E GRA
Secondary ARAARARAR ——— ARTTTATIIRLLLRRARRARARN

structure

SS

confidence
Disorder ? 22222

Dllsorder
confidence

Confidence Key
High(9) Il IIRNINLow (0)
? Disordered
A% Alpha helix
= Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

