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Secondary structure and
disorder prediction

10 .. 20 .. ... 30 . . 40 .. 50 . . 60
MKQALRVAFGFLI LWASVLHAEVRI VI DSGVDSGRPI GVVPFQWAGPGAAPEDI GGI VAA
Secondary, g q ARRARAA —_—
= i —— ] ANAANARARASNA
structure M =
SS
confidence

Disorder ?2? ? ? 2?2 — 2 —2 2222727272727 7?

Disorder

confidence

70 . . . ., . . . .80 . . . ., . . . .9 . . . .., . . . .100. . . ., . . . .110. . . .., . . . .12

PRI DLRNSGKFNP LDRARLPQQP GSAQEVQPAAWSALGI DAVVVGQVTPNPDGSYNVAYQLVD

Secondary N . )
—————— — Y — S VO S S
structure AR v AAR

\ SS - e —— - ] . . IEEEESSS———— N E—
confidence
Disorder 2222222222222 2? ? 2

Disorder
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

TGGAPGTVLAQNSYKVNKQWLRYAGHTASDEVFEKLTGI KGAFRTRI AYVVQTNGGQF Py

B —— AURTRLLLARNAN e ey ——————
structure - -

confidence
Disorder 22222172122 222 ?227?

Disorder
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

ELRVSDYDGY NQFVVHRSPQPLMSPAWSPDGSKLAYVTFESGRSALVI QT LANGAVRQVA
Secondary - } ) )
structure

confidence

Disorder ?

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

SFPRHNGAPAFSPDGSKLAF ALSKTGSLNLYVMDLASGQI RQVTDGRSNNTEPTWFPDSQ

Sesir?uncﬁz ————— i ————— ————————— —— —————— - —————— [ — ——————
confidence

Disorder ?

Disorder
confidence
. 310 . . . . 320 . . .. . 330 . . .. 340 . . .. 350 . . .. 360

NLAFTSDQAGRPQVYKVNI NGGAPQRI T WE GSQNQD/—\DVSSDGKF MVMVSSNGGQQHI AK
Secondary . . - - .
structure“ “ “ ‘ “ S ——
SS
confidence
Disorder 222
Disorder
confidence

. 370 . . . . . . 380 . . . .. .39 . . . 400 410 ... 420

QDLATGGVQVLSSTFLDETPSLAPNGTMVI YSSSQGMGSVLNLVSTDGRF KARLPATDGQ

S(:(t:l?ur::ﬁ:g - - — — — | ———— —————— — ————

__-_ I S T 0 N T .

Disorder ?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

. 430

BTV KFPAWSPYL

Secondary
—————
structure
confidence
Disorder ——2 2222 2?

Disorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
= Beta strand



