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Secondary structure and
disorder prediction

B .. .20 . ... 30 . .. 40 .. . 50 . . 60
| Sequence IEEYE DRPI FAWVI Al I I MLAGGLAI LKL PVAQYPTI AP PAVTI SASYP GADAKTVQDT
Seconda’y —ARAAAAAA ARAARAAAAR ARAARAAA —AAR

— e —— —— RARAARAN

structure

SS
— —
o ence R

Disorder ? ?

Disorder
confidence
.70 . . 80 90 100 110 . . 120

VTQVI EQNMN Gl DNL MY MS S NSDSTGTVQI TLTFESGTDA DI AQVQVQNK LQLAMPLLPQ

e — ——— —————, RAARAARRAR ARARRA
. I I B ]
confidence
Disorder 2?2222 2121272 222?272

Dllsorder -
confidence
130 140 . . . 150 . . 160 170 180

EVQQQGVSVE KSSSSFLMVV GVI NTDGTMT QEDI SDYVAA NMKDAI SRTS GVGDVQLFGS

S — ————— — ——————— AUTARARARE ARRRRAR ey
structure

___ I DU T

Disorder —2 —2?2? ————2127?27? 2 —22 2 2?22 —2 —————— ? —
Disorder —
confidence
190 . . 200 . . . . 210 . . . . . 220 . . . . 230 . . . . 240

QYAMRI WMN P NELNKFQLTP VDVI TAIL KAQNAQV/—\AGQLG GTPPVKGQQL NASI | AQTRL

Secondary N
meessssssp— L AR A AAAAAAAR% — — ——————
structure A A
conf'denig .
i
Disorder ? 222222722222 222222222 ?2 —2 2

Dllsorder — —
confidence
. 250 . . . . 260 . . . . . 270 . . . . . 280 . . . . 290 . . 300

TSTEEFGKI L LKVNQDGSRV LLRDVAKI EL GGENYDI | AE FNGQPASGLG | KLATGANAL

Secondary - . } )
— - —y————— . —————— N i R — —————
structure RAAN - — — » e RN

confidence
Disorder B 7272 2722 2 ——

Disorder
confidence
. 310 . . ... 320 . .. .. .33 . . . .. 340 . . .. 350 . . .. . 360

DT/—\A/—\I RAEL AKMEPFFPSG LKI VYPYDTTPFVKI SI HEV VKTLVEAI I L VFLVMYLFLQ
Secondary -
RAAAAAAAAN RRRRRN——— sy ——[ARRKANAUAAN ARAAAAARAN RARARARN—
structure RAAAAN R
SS
confidence
Disorder ?

Disorder
confidence
. 370 . . .. . 380 . . . .. .039% .. L, .. . . 400 . . . ., ... . 410 ... 420

NF RATLIPTI AVPVVLLGTF AVLAAFGFSI NTLTMFGMVL Al GLLVDDAI VVVENVERVM
Secondar - -
strucmrg —RAVAAAARAN RAARAARAAN AMARAAS —AARARAAAAAAN ARy ——m ey — QNN
SS
confidence

Disorder
Disorder
confidence

AEEGLPPKEA TRKSMGQI QG ALVGI AMVLSAVFVPMAFFG GSTGAI YRQF SI il VSAMAL

430 440 .. . 450 . . . 460 470 480


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Secondary ge mafR AAAAAAAAAA ALLAAAALARARAAAAAL — ASAARAAAAA ARAAAAAAAN

structure

. ) ———— s
confidence

Disorder —2 2 ? 2

Dllsorder —
confidence
490 . . . 500 . . . . . . 510 . . . . . 520 . . . . . 530 . . . . . 540

B SVLVALI LTP ALCATMLKPI AKGDHGEGKK GFFGWFNRMF EKSTHHYTDS VGGI LRSTGR
Secondar
Y ARAAAARARA AARARA AANANANARN ARRARARAAN ARRARAN 8RR

structure

. SS — -

Disorder 2?22 2222222222

Disorder
confidence
. 550 . . . . 560 . . . . . 570 . . . . . 580 . . . . 590 . . . . 600

PEEMmEEYLVLYLI I VYV GMAYLFVRLP SSFLPDEDQGVFMTMVQLPA GATQERTQKV LNEVTHYYLT
Secondary
AARARAANAN ARARARAN —— - RAARARAAN ARRANARAN

structure

confidence

Disorder 22 2 22 —2
Dllsorder —

confidence
610 . . . 620 . . 630 640 650 660

BT KEKNNVESVF AVNGFGFAGR GQNTGI AFVSLKDWADRPGE ENKVEAI TMR ATRAFSQI KD

Secondary

e —— ——— —— R AARRARARARN RRRRAL
structure

confidence
Disorder 22222222 227?2 2?7?72

Disorder
confidence
670 680 690 .. . 700 . . . .. 710 . . .. . 720

XM AMVFAFNLPA | VELGTATGF DFELI DQAGL GHEKLTQARN QLLAEAAKHP DMLTSVRPNG
Secondar
| —— sy ———RARAARAAN RARARRAN ey

structure

confidence

Disorder 2 ———222?2? 22222222772 ? 222 222 —227222
Disorder
confidence

o U3 o o o o o o UMD o o o o o o U500 o o o (6 O o o o UUD o o o .. . 780

BT LEDTPQFKI DI DQEKAQALG VSI NDI NTTL GAAWGGSYVN DFI DRGRVKK VYVMSEAKY R

Secondar

B —— - AUAARA ALTRRARAARN e oy s iy — AR
confidence

Disorder 2 2 —? ? ?

Disorder
confidence
.79 . .. 800 .. ..810 . . . .. . 820 . . . .. . 830 . . . 840

BT ML P DDI GDWY VRAADGQMVP FSAFSSSRWEYGSPRLERYN GLPSMEI LGQ AAPGKSTGEA
Ses?uncﬁ:g —RA88% — I N i ——— . RSN

confidence

Disorder ? ? ? ? 7 272 ? 2222127 ?2 272 2222272
Disorder

confidence

. . . .., . . . .80 . . . ., . . . .80 . . . ., . . . .80. . . .., . . . .80 . . . .., . . . .80 . . . .., . . . . 90
PRI MELMEQLASK LPTGVGYDWT GMSYQERLSGNQAPSLYAIS LI VVFLCLAALYESWSI PFS
Secondary
RANAAAARANAN — sy — QANANAARARANNANAARANN AARARARNAN 8—
structure & RANAANSN
SS

. I T T
confidence

Disorder

Disorder
confidence

L . o 7 L - 10}

PR VMLVVPLGVI GALLAATFRG LTNDVYFQVGLLTTI GLSAK NAI LI VEFAK DLMDKEGKGL
naar

Secondary, u g AAAAAAAA AMAAAAAAA — AAAAAAAAAAAAAAAA AAARAAAAAA ARAAA —A

structure

P —
confidence




Disorder ? 2272

Disorder
confidence
. 970 . . . .. ..980 . . . 990 .. . 1000 . . . .. . 1010 . . . .. . 1020

P! EATLDAVRM RLRPI LMTSL AFI LGVMPLVI STGAGSGAQ NAVGTGVMGG MVTATVLAIF
Secondary
RAUAAARAAN—— RARARAAN RAARAAARAARAAR —— RAAAAARAAN RARAARRAASNS
structure KRN RASASN

confidence

Disorder 2 2

D|Isorder s
confidence
. 1030 . . . . . . 1040 . .

P FVPVFFVVVR RRFSRKNEDI EHSHTVDHH
secondany g AARARARAR AR

structure

confidence

Disorder 22222272722 2222221222

Disorder
confidence

Confidence Key
High(9) I FIINIRN Low (0)
? Disordered
A% Alpha helix
=) Beta strand



