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Secondary structure and
disorder prediction

10 .o.20 . ... 30 . . 40 .. 50 . . 60

MLKSPLFWKMTSLFGAVLLLLI PI MLI RQVI VERADYRSDVEDAI RQSTS GPQKLVGPLI

Secondary
— RAAMMNAMAUVTIRAAA AN ARR AN AU AR AN AN ———— —
structure ————
confidence

Disorder 2 2 2 2 2 2 222 2

D I SOrder [ .| NS R
confidence
.70 .. 80 90 100 110 120

/-\| PVTELYTVQEEDKTVERKRSFI HFWLPESLMVDGNQNVEERKI Gl YTGQVWHSDLTLK
Secondary

S e S S S —
structure

Disorder ? 2?2 —127? 22222
Disorder

. I -
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

ADFDVSRLSELNAPNI TLGKPFI VI SVGDARGI GVVKAPEVNGTALTI EPGTGLEQGGQG

Secondary }
— [ —— ) —— E—
structure ARA AR »

confidence

Disorder ———2 2?2 —2 22?2 222122721272 222222222272 ?27?

Dl_sorder HEE TTEE B || | L I . [ | | | Ee—— i
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

VHI PLPEGDWRKQNLKLNMALNLSGTGDLSVVPGGRNSEMTLTSNWPHPSFLGDFLPAKR

S‘:‘é'?ur::(ﬁ :Z s — LS EE— —— N S — I E— =

confidence

Disorder 2 2222222722 12?21?22 2 2 ? 2 22?2 ——

DI_Sorder | HE NN
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

EVSESGFQAHWQSSWFANNL GERFASGNDT GWENFPAFSVAVTTPADQYQLTDRATKYAI

Secondar )
ctructure > —— AAL  ARARR —— AAAARRARARANR
confldence
?2 —? 222222722127
HE .

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . 350 .. 360

|_|_| ALTFMAFFVFETLTAQRLHPMQYLLVGLSLVMFYLLLLALSEHTGFTVAW | ASLI G
secondary ARARARRARAARARAAN AVGTAAALTAGTTTILLLATLLLAAALL ARARAAAAAN

structure
SS
confidence

Disorder

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 420

AI MNGI YLQAVLKGWCNSML FTLALLLLDGVMWGLLNSADSALLLGTSVLVVALAGMMFYV

Secondary
AAAAAAANAAANS —  NANRANRRARRAARRASNKAARAARAARANRANARARARARARRNANN
structure
SS
. _______________________________________________|
==
Disorder ?

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . L4300 . L L, L. . L4400 . . L L, .. . .450

BT TRNI DWYAFSLPKMKASKEVTTDDELRI WK
Secondary -
structure -

Disorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
= Beta strand



