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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c1w2wA_ Alignment 11.4 86

PDB header:isomerase
Chain: A: PDB Molecule:5-methylthioribose-1-phosphate
isomerase;
PDBTitle: crystal structure of yeast ypr118w, a methylthioribose-1-
2 phosphate isomerase related to regulatory eif2b subunits

2 c2g9lA_ Alignment 6.9 50

PDB header:antibiotic
Chain: A: PDB Molecule:gaegurin-4;
PDBTitle: the high-resolution solution conformation of an2
antimicrobial peptide gaegurin 4 and its mode of membrane3
interaction
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