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Detailed template
information

# Template Alignment Coverage 3D Model Confidence

1 cbreqB_ Alignment

2 7reqbl Alignment

PDB header:isomerase
Chain: B: PDB Molecule:protein (methylmalonyl-coa mutase);
PDBTitle: methylmalonyl-coa mutase, 3-carboxypropyl-coa
inhibitor complex

Template Information

Fold:TIM beta/alpha-barrel

Superfamily:Cobalamin (vitamin B12)-dependent enzymes
Family:Methylmalonyl-CoA mutase, N-terminal (CoA-binding)
domain
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