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Secondary structure and
disorder prediction

1 . . ., . . . .10 . . . .., . . . .20 . . . ., . . . .30 . . . ., . . . .4 . . . ., . . . .5 . . . .., . . . .60
B MQPFGVLDRY | GKTI FTTI MMTLFMLVSLSGI | KFVDQLKKAGQGSYDAL GAGMYTLLSV
o AARAAAAAAARAARAAR AAAAAARAARARAARAARAAAAA — AAARAARAARAA

structure

SS
contdencs ju
Di.sorder —
confidence

.. . ... . . . .70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . ., . . . .10
PP KDVQI FFPMAALLGALLGL GMLAQRSELVVMQASGFTRMQVALSVMKTAI PLVLLTMAI
>econdal AMAAAAAAAAAAARAARAARAAA — AARARAA —AAARAAAAAAAA ARAARARRAA

structure

SS
confidence

Disorder

Disorder
confidence
.. . .. . . . 130 . . . .., . . . 140 . . . ., . . . 150 . . . .., . . . .10 . . . ., . . . .170 . . . ., . . . .180
B GEWVAPQGEQMARNYRAQAMYGGSLLSTQQGLWAKDGNNF VYl ERVKGDEELGGI SI YAF
Secondany. o g AARAAAAAARAAAAAAAA —— ————— .
— S
structure u
SS
confidence
Disorder 2222272217227 227?22

Disorder
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

PEEMEIINENRRLQSVRYAATAKFDPEHKVWRLSQVDESDLTNPKQI TGSQTVSGTWKTNLTPDKLG

Secondary )
————— [N T —— —————— maaeeessssssnp LA ——— RARARR
structure — .
Disorder —? ? ? 2 2222 27222 2 2

Dl_sorder -
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

BTV VALDPDALS | SGLHNYVKY LKSSGQDAGRYQLNMWSKI F QPLSVAVMML MALSFI FGPL
secondary AR——AAA——RARRRARRRARAR ——— ARRTRTTTTTTTRLTLRRLLRURAURAN

structure

confidence

Disorder —2 2?2 —2 2 ? 2222227222 > 2 2 2

Dlnsorder - —
confidence
. 310 . .. . . 320 . . 330 .. 340 . . .. 350 . . .. 360

BT RS VP MGVRVV TGl SFGFVFYVLDQI FGPLTLVYGI PPI 1 GALLPSASFFLI SLWLLMRKS
Secondar — ARAAAAAAAAAAAAAAAARARARARAAA —ARRARRRARRRARRARARARAN —

structure

SS
confidence

Disorder 2 2 2 2 ? 2222

Dllsorder
confidence

Sequence

Secondary
structure

SS
confidence

Disorder
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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