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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MSRVNPLSSL SLLAVLVLAGCSSQAPQPLKKGEKAI DVASVVRQKMPASVKDRDAWAKDL
o AAAAARRAARAA ARARRAAA RURRRRAR

structure

SS
[ - I e eaaa—
-

Disorder 2 2 22?2 2?2 ? ? 272 27222222222 2222222 — 222222272

D I,Sorder I | ...} W | -
confidence
.70 .. 80 90 100 110 120

ATTFESQGLAPTLENVCSVL AVAQQESNYQADPAVPGLSKI AWQEI DRRAERMHI PAFLV
>econda’y RARAAR————— AURUARALRRARRAS ARAARUAAARRARARL  RRARK

structure

SS
confidence

Disorder ? 2222222272227 ?
Disorder
confidence

o B0 - o o 140 150 160 P 170 180

HTALKI KSPNGKSYSERLDSVRTEKQLSAI FDDL I NMVPMGQTLFGSLNPVRTGGPMQVS

Secondary e emmmg AAUAAMAALVURRRALLRASNAANIS——RANLRAAN AARAA
structure s
. SS . . — -
confidence
Disorder ——2 222272 21?? ?? 2222221722 ? —?

Disorder

a |
confidence

190 .. ..200 . . . ... 210 . . .. .220 . . .. .230 . . . ... 240
| AFAEQHTKGYPWKMDGTVRQEVFSRRGGL WFGTYHLLNY PASYSAPI YRFADFNAGWYA
Secondar

Y AARARARAA RANARAAS ——AAASANAANAN RRARSN——— KRN

structure

confidence

Disorder ————— 2222122221222
Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o ¢ 280 5 o o .. 300

SRNAAFQNAVSKASGVKLAL DGDLI RYDSKEPGKTELATRKLAAKLGMSDSEI RRQLEKG

Secondary )
RAUUAANSANAINANN — RAUAUAASSANINN—RANSANANNSN
structure A
SS I — I L
confidence
Disorder —? ?2? 2221?2272 22272 ??

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

DSFSFEETALYKKVYQLAET KTGKSLPREMLPGI QLESPKI TRNLTTAWF AKRVDERRAR

Secondary
— AAAAAAAARAAA . SAUVUREAENR
structure “WARAN AR 5 AN ARAAN - RAAN
confidence
Disorder 222222 2 2 272272 -?222?2———1272 22172 112

Dllsorder -
confidence

CMKQ
Secondary .
structure AR

SS
confidence =
Disorder —2 2 2

Dllsorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



