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Secondary structure and
disorder prediction

10 20 .. 30 . . 40 .. 50 . . 60

MAQI TTTDANEFSSSAEFI PMRGFSNCHLQTMLPRLFRRQVKFTPYWQRLELPDGDFVDL
Secondary

w— - ARAARA —
structure R8N ——— —
SS [ e o [ | ] I I I BN Y
confidence
Disorder ? 2 22222222 ?22?27?27?2? 2 ——2 22

Disorder

. - . .
confidence

.70 . 80 920 100 110 120

AWSENPAQAQHKPRLVVF HGLEGSLNSPYAHGLVEAAQKRGWLGVVMHFRGCSGEPNRMH

SCCONANY — AAAAARAAA — s—
structure m

SS
confidence
Disorder

Disorder
confidence
130 .. 140 P . 150 . . . 160 ... 170 0 L 180

RI YHSGETEDASWFLRWLQREFGHAPTAAVGYSLGGNMLACLLAKEGNDL PVDAAVI VSA
Secondar -
Y AAMMARAARARARARAAAA ey AAARARRARRAR — ———

structure

SS
P —

Disorder

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

PFMLEACSYHMEKGFSRVYQRYLLNLLKANAARKLAAYPGTLPI NLAQLKSVRRI REF DD
Secondar
Y AAAAAAAARAARAAAAR AARARRARRARARRARAR RARRAA—RARNASNN

structure

confidence

Disorder 22 2

Disorder
confidence
250 . . 260 . . . . 270 . . .. 280 . . ..290 . . .. 300

|_| TARI HGYADAI DYYRQCS AMPMLNRI AKPTLI | HAKDDPFMDHQVI PKPESLPPQVEY
secondaly ARARAR —— ARARRA — AARRRAR ey AARARRARRN ——— —

structure
SS
confidence
Disorder

Disorder
confidence
. 310 . . . . 320 . . - . 330 . . .. 340

QLTEHGGHVGFI GGTLLHPQMWLESRI PDWLTTYLEAKSC
PECONCar mmmmp ——— m—— ARRAARRARRRRRA ——

structure
SS
confidence
Disorder 22222 22222

Dllsorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

