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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 50 60

MEGSDFLLAGVLFLFAAVAAVPLASRLGI GAVLGYLLAGI Al GPWGL GF| SDVDEI LHFS
o AAMAAAAAARAARAAAAAAAAA —— ARAARARRAAAA ARA RURRRRAR

structure

__——

Disorder ? ? 2 ? 2

Dllsorder —
confidence
70 80 90 100 110 .. . 120

Sequence ELGVVFLMFI I GLELNPSKL WQLRRSI FGVGAAQVLLSAALLAGLLMLTDFAWQAAVVGG
Secondar
Y AMAAAAASAL ALY  AAAAMAASSAALAALTLAALALAL ASLAARAAA  ARRAAAAR

structure
SS

confidence

Disorder 22

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

| GLAMSSTAMALQLMREKGMNRSESGQLGF SVLLFQDLAVI PALALVPLLAGSADEHFDW

Ty ARRAAAARRRARRARAR ARAAARRARAAARRAAAARARRARARR — RRA
structure
SS I —— - —
confidence
Disorder 2227?22 2222 ——
Disorder B E— e ] T

confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

MKVGMKVLAF VGMLI| GGRYLLRPVFRFI AASGVREVFTAATLLLVLGSAL FMDALGLSMA
Secondar
Y AAAAAAAAAA ARAARARRARAARARRARARA ——— RANAAASRARAAAARARNAS—RANANSN

structure

SS
- e

Disorder

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

LGTFI AGVLLAESEYRHELETAI DPFKGLLLGLFFI SVGMSLNLGVLYTHLLWVVI SVVV
secondaly AMAAARAARL — ARAARAAAAAAARAARLARAARARAAR AR AAAAA ARARARRRAR

structure
SS
confidence

Disorder ?

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

LVAVKI LVLYLLARLYGVRS SERMQFAGVL SQGGEFAFVLFSTASSQRLF QGDQMALLLV

Secondary
RARARARARANAN —RARKARARAAAN ——RARARARANS —— RAAALLAAR
structure RARARAN K RARKRAN
)
| I $ $2$IEEE
confidence -
Disorder ?? 22

Disorder
confidence
. . 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420
TVTLSMMTTP LLMKLVDKWL SRQFNGPEEE DEKPWVNDDKPQVI VVGFGRFGQVI GRLLM
Secondary N
AAASRAANRANRANARANAANS RAAARARASNA
structure u S—

SS
confidence

Disorder 2 2272?22?22 2222?2?27272?2?27?2??

Dllsorder —
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

. 430 . . 440 .. 450 . . 460 470 480

BT ANKMRI TVLERDI SAVNLMRKYGYKVYYGDATQVDLLRSAGAEAAESI VI TCNEPEDT MK

oy R m— —— AARARRRA R —— — ARAAAR  RAAR = RARARR

structure

SS
confidence

Disorder

Disorder
confidence
490 . . . 500 . . . . . 510 . . . . . 520 . . . . . . 530 . . . . . . 540

By L VEI CQQHFPHLHI LARARGRVEAHELLQAGVTQFSRETFSSALELGRKTLVTLGMHPHQ
Secondar N N
Y AAAAARAA e AARARRARA = AR ARAARAARAAAAR —ARA

structure

SS I S 2 S [ |
confidence

Disorder

Disorder
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

P AQRAQLHFRRLDMRMLRELI PMHADTVQlI SRAREARRELEEI FQREMQQERRQLDGWDEF

Secondary
RAARARARAAARARAAAAA — AAARARAARRRARA ARRARAARAR
structure
confidence
Disorder 222222 222222222272

Disorder
confidence

E
Secondary
structure

SS
-

Disorder ?
D|_sorder -
confidence

Confidence Key
High(9) I EHIRINNLow (0)
? Disordered
AR Alpha helix
) Beta strand



