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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . ... .. 430 . . . ., . . . .48 . . . ., . . . .45 . . . ., . . . .40 . . . ., . . . .40 . . . .., . . . .480
P TGAGLRATGI DFDVRKARPYSGYENFDFEI PYGGGVSDCYTRVMLKVEELRQSLRI LEQC
Secondary

— — AAUUVUURERRIRUUUUURANR
structure » AR

SS
confidence =

Disorder

Disorder
confidence
490 P . 500 . - .. . 510 . . . .. .. 520 . . . .. .. 530 . . . .. . 540

BT L NNMPEGPFKADHPLTTPPPKERTLQHI ETLI THFLQVSWGPVMPANESF QMI EATKGI N

Secondary
~~~~~~~~ — RAARRARARRAR o
cruchurs, RAR ARAR—AA RAN ————— S—
confidence
Disorder ?? ??
Disorder

confidence

2 B850 - o o P (6 O B N 170 B o oo 0 B0 5 o o 0o oo o 38D . o o

P SYYLTSDGSTMSYRTRVRTP SFAHLQQI PAAI RGSLVSDLI VYLGSI DFVMSDVDR

S d
ruchry S— —_— RRRARRARR KRR
. SS —— -
confidence
Disorder 2222

Disorder
confidence

Confidence Key
High(9) I EHIRIRNLow (0)
? Disordered
A% Alpha helix
=) Beta strand



