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Secondary structure and
disorder prediction

1 . . ., . . . .10 . . . .., . . . .20 . . . ., . . . .30 . . . ., . . . .4 . . . ., . . . .5 . . . .., . . . .60
P MNRFI MANSQQCLGCHACEI ACYVMAHNDEQHVLSQHHFHPRI TVI KHQQQRSAVTCHHCE
Secondary

N —— RASRKRAARRAAN —_— e ——
SS | B | | IS e | I
confidence
Disorder ? 2 ??

Dllsorder -
confidence
.70 . . 80 90 . . . 100 . . . 110 120

BT DAPCARSCPNGAI SHYDDSI QVNQQKCI GCKSCVVACPFGTMQI VLTPVAAGKVKATAHK

Secondary __ mammm———— — —— ARAR — —

confidence
Disorder 227222722 ———— —

Disorder
confidence
.. . .. . . . 130 . . . ., . . . 140 . . . .., . . . 150 . . . .., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P CDLCAGRENGPACVENCPADALQLVTDVAL SGMAKSRRLRTARQEHQPWHASTAAQEMPV
Secondar -
! ey — RAAAARAARANARANAR

structure
confidence

Disorder ?2 2 222222222222 2272

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

MSKViEQMQAT PARGEPDKLAI EARKTGF DE | YLPi=RADQAQREAéRCLKCGEHSVCEWTC
SEsEEny RRRRRR - ARRRALIRRRRR

structure

SS - | I O .
confidence

Disorder ————— 22?22?2272 7 ? 7?7?2272
Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o o 28D o o .. 300

BT P LHNHI PQWI ELVKAGNI DAAVELSHQTNTLPEI TGRVCP QDRLCEGACT | RDEHGAVTI

e ———— ARAAAATAT  ATAARAAAAAT  RARRAR RRAAA A
confidence
Disorder 2722222202 ——

Disorder
confidence
. 310 . . . . 320 . . . .330 . . . .. 340 . . .. 350 . . 360

BT GNI ERYI SDQALAKGWRPDL SHVTKVDKRVAI | GAGPAGLACADVLTRNGVGVTVYDRHP
>econdary ARARARAARAARAA —— ARARRAARRAARAR  ——

structure

)
confidence

Disorder ?2 2727272 12?22272171?7?
Disorder
confidence

. . . ... . . . .370. . . ., . . . .38 . . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
B El GGLLTFGI PSFKLDKSLLARRREI FSAMGI HFELNCEVGKDVSLDSLLEQYDAVFVGYV
Secondar N N N

Y — ANAARANAANAAN — —— AARAAN— —

structure

. __

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. ... ... 430 . . . .., . . . .440 . . . ., . . . .45 . . . ... . . . .40 . . . .., .. . .470 . . . ., . . . .480
B GTYRSMKAGL PNEDAPGVYDALPFLI ANTKQVMGLEELPEEPFI NTAGLNVVVLGGGDTA
Secondary

— AULRRRARRAAR —y RN
structure -
confidence

Disorder ? 272222727277

Dllsorder -
confidence
490 . . . 500 . . . . . 510 . . . . . 520 . . . . . . 530 . . . . . . 540

M MDCVRTALRHGASNVTCAYRRDEANMP GSKKEVKNAREEGANFEFNVQPVALELNEQGHYV
>econdal AARAARAAR sy — AAA—— AARARRARN — — - —

structure
L P I

SS
confidence
Disorder

Disorder
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

PRI CGl RFLRTRLGEPDAQGRRRPVPVEGSEFV MPADAVI MAF GFNPHGMPWL ESHGVTVDKW
Secondary - - - - -
S —— — L S —— —
structure - u
SS
confidence
Disorder 22 ?2 22

Disorder
confidence
610 620 .. . 630 . . . 640 .. . 650 . . .

PRI GRI | ADVESQYRYQTTNPKI FAGGDAVRGADLVVTAMAEGRHAAQGI | DWLGVKSVKSH
Secondary

stuctre m——— RAR-ARARARARRARARARARAARAR —

. SS — -
confidence

Disorder —————— 72— 2 2?22?2222

Disorder
confidence

Confidence Key
High(9) I EHIRINNLow (0)
? Disordered
AR Alpha helix
) Beta strand



