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Template Information

PDB header:oxidoreductase
Chain: G: PDB Molecule:hypothetical membrane spanning
protein;

PDBTitle: polysulfide reductase native structure

PDB header:antimicrobial protein

Chain: A: PDB Molecule:cathelicidin;

PDBTitle: solution structure of fowlicidin-1, a novel cathelicidin2
antimicrobial peptide from chicken

PDB header:oxidoreductase
Chain: K: PDB Molecule:cytochrome c oxidase, cbb3-type, subunit

n;
PDBTitle: the structure of cbb3 cytochrome oxidase



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2vpzG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/58cb68fdfaa5d6ce/c2vpzG_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2amnA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/58cb68fdfaa5d6ce/c2amnA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3mk7K_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/58cb68fdfaa5d6ce/c3mk7K_.3.pdb

