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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 d2iqia1 Alignment 100.0 15
Fold:Anticodon-binding domain-l ike
Superfamily:XCC0632-like
Family:XCC0632-like

2 d2hqsa2 Alignment 41.6 13
Fold:Anticodon-binding domain-l ike
Superfamily:TolB, N-terminal domain
Family:TolB, N-terminal domain

3 d2ijra1 Alignment 23.1 38
Fold:Api92-l ike
Superfamily:Api92-l ike
Family:Api92-l ike

4 c3ls1A_ Alignment 17.9 54
PDB header:photosynthesis
Chain: A: PDB Molecule:sll1638 protein;
PDBTitle: crystal structure of cyanobacterial psbq from
synechocystis2 sp. pcc 6803 complexed with zn2+

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2iqia1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/564071670a35b159/d2iqia1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2hqsa2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/564071670a35b159/d2hqsa2.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2ijra1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/564071670a35b159/d2ijra1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3ls1A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/564071670a35b159/c3ls1A_.4.pdb


5 c2jxpA_ Alignment 14.2 18

PDB header:l ipoprotein
Chain: A: PDB Molecule:putative l ipoprotein b;
PDBTitle: solution nmr structure of uncharacterized l ipoprotein b2
from nitrosomonas europaea. northeast structural genomics3 target
ner45a

http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jxpA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/564071670a35b159/c2jxpA_.5.pdb

