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Secondary structure and
disorder prediction

10 o o« B0 o o s o S0 o o 40 c o B0 5 o 60

MQWQTKLPLI Al LRGI TPDEALAHVGAVI DAGFDAVEI PLNSPQWEQSI PAI VDAY GDKA
SO AAA—— mm——— AAAARRAARAAAN ———p—— AARAARRARAAAR =

structure

)
confidence -
Disorder 2 2 2 —2 2
Disorder

confidence

o 70 o o . . 80 . . 90 . . 100 . . o o WO 5 o .. 120

|_| GAGTVLKPEQVDALARMGCQLI VTPNI HSEVI RRAVGY GMTVCPGCATATEAFTALEA
SECONMANY ey ———— ARRRARRAR — ARARARARN ——— — RRARRRRRN

structure

Disorder

Disorder
confidence
130 0 L 140 .. . 150 . . . 160 P . 170 .. . . .. 180

GAQALKI FPSSAFGPQYI KALKAVLPSDI AVFAVGGVTPENLAQWI DAGCAGAGLGSDLY
S‘;;?u";:'j;g —_— AARAARARAR —_— ALARRARAN - — AR

SS
confidence

Disorder

Disorder
confidence

190 .. 200 . .

RAGQSVERTAQQAAAFVKAY REAVQ
secondary, g aaARARARAAARAARAAAAA

structure

SS
-

Disorder ? 2 ?

Disorder
confidence

Confidence Key
High(9) I EIRIEI Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

