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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c2bbnB_ Alignment 16.7 40
PDB header:calcium-binding protein
Chain: B: PDB Molecule:myosin l ight chain kinase;
PDBTitle: solution structure of a calmodulin-target peptide
complex2 by multidimensional nmr

2 c2bbmB_ Alignment 16.7 40
PDB header:calcium-binding protein
Chain: B: PDB Molecule:myosin l ight chain kinase;
PDBTitle: solution structure of a calmodulin-target peptide
complex2 by multidimensional nmr

3 c3bq9A_ Alignment 10.0 50

PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:predicted rossmann fold nucleotide-
binding domain-
PDBTitle: crystal structure of predicted nucleotide-binding protein
from2 idiomarina baltica os145

4 c3gh1A_ Alignment 9.7 50
PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:predicted nucleotide-binding protein;
PDBTitle: crystal structure of predicted nucleotide-binding protein
from vibrio2 cholerae
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