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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 50 60

MKKLKI NYLFI GI LALLLAVALWPSI PWFGKADNRI AAI QARGELRVSTI HTPLTYNEI N

Secondary AVRLRLLLLLLRRLRNRAL AAAAA . —
— — —
structure l
confidence

Disorder ? 2 2 ? 2?2?2?2222?2?2?2?2172?
D|§order —
confidence

70 80 920 . . .10 . . . 110 ... 120

GKPFGLDYELAKQFADYLGVKLKVTVRQNI SQLFDDL DNGNADLLAAGLVYNSERVKNYQ
Secondar N - )
Y -y AAAAAARARRARA ey ——— AARARRARA —— —— L

structure
ss |l

confidence

Disorder

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

PGPTYYSVSQQLVYKVGQYRPRTLGNLTAE QLTVAPGHVVVNDLQTLKET KFPELSWKVD

B e — ARAA sy ——— AARARAARAR —— —
confidence
Disorder 22722 22222 —

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

DKKGSAELME DVI EGKLDYTI ADSVAI SLF QRVHPELAVALDI TDEQPVTWFSPLDGDNT
Secondar . . )
Y ARARRARRA ey URRNNANNAANN ey ———————— i ey ———— QN

structure

SS LB |
confidence

Disorder

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

LSAALLDFFNEMNEDGTLARI EEKYLGHGDDFDYVDTRTFLRAVDAVLPQLKPLFEKYAE

Secondary
RURRLLLRRR S RRRRRRAR AVTTTTTTTATTTTRIRRAARRRRARANR
structure RSN RAAANNSN
conﬁdenig -
Disorder 22?2?2?722722722227222?2222?7?22?
B | I .

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . . .. 350 . . .. 360

EI DWRLLAAI AYQESHWDAQATSPTGVRGMMMLTKNTAQSLGI TDRTDAE QSI SGGVRYL
secondary. s mmARAR — RARRAR LELTLTETLY Y
structure Y L e W L L RN
SS
confidence
Disorder
Disorder
confidence

. 370 . . . . . . 380 . . . .. .39 . . . 400 410 ... 420

QDMMSKVPESVPENERI WFALAAYNMGYAHMLDARALTAKTKGNPDSWADVKQRLPLLSQ

secondary ARAAAA ARRARARAAA  ARRARRRRRRRAR RRRANRRRRAN
structure

confidence
Disorder ? 22 —22

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. ... .. 4830 . . . ., . . . 480 . . . ., . . . 450 . . . ., . . . .40 . . . .., . . . .470 . . . ., . . . .480
BRI KPYYSKLTYGYARGHEAYAY VENI RKYQI SLVGYLQEKEKQATEAAMQLAQDYPAVSPTE
>econda’ RARAAR ARTARAATIAARA AR ARARARAN

structure

Disorder ? ? 222722222272 127222227222?

Disorder
confidence

L. . .. . . . .49 . . . ., . . . .500. . . .., . . . .510 . . . .., . . .

PR L GKEKFPFLSFLSQSSSNYLTHSPSLLFSRKGSEEKQN

Secondary .
structure ANAANAAAN RRN ANN

| | -

Disorder
confidence

Confidence Key
High(9) [/ EIIEEI Low (0)
? Disordered
A% Alpha helix
= Beta strand



