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Secondary structure and
disorder prediction

10 .o.20 0 L .. .30 . .. 40 .. . 50 . . 60
MTAPLTLLI VEDETPLAEMHAEYI RHI PGFSQI LLAGNLAQARMMI ERFKPGLI LLDNYL
Secondar

structurg sy —— RANAARANANAAAN ey AUANAAAANN ——
SS

confidence

D|§order
confidence
.70 .. . . 80 . . 90 .. 100 . . 110 .. 120

PDGRGI NLLHELVQAHYPGDVVFTTAASDMETVSEAVRCGVF DYLI KPI AYERLGQTLTR
SO AAAARAAAAARA e AAARAARAR —_— RRRARARRRAA

structure

)
confidence

Disorder

Disorder
confidence
. 130 . .. 140 .. . 150 . . . 160 . .. 170 . . . .. . 180

FRQRKHMLESI DSASQKQI DEMFNAYARGEPKDELPTGI DPLTLNAVRKLFKEPGVQHTA

Secondary
AVAAAAAAAAL AAAAAALAAAAAAAAARARAL —  ARARRARARARA
structure A
confidence
Disorder ——————— 22272222722 22222222222221222?2 2 —

Disorder
confidence

190 . ..200 . . 2 511 s o 220 . o

ETVAQALTI SRTTARRYLEYCASRHLI | AEI VHGKVGRPQRI YHSG

Secondany p g AAAAA AAAAAAAAAARAAA — s—— —
structure l
Disorder 2 2 2 21222

Disorder
confidence

Confidence Key
High(9) IRLEIRIRI Low (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

