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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. . 50 . . 60

MRDI VDPVFSI Gl SSLWDEL RHMPAGGVWWF NVDRHEDAI SLANQTI ASQAETAHVAVI S
STy RRR ARAR——  —— AAARRARRAR — —

structure

DI,Sorder Dl |
confidence
.70 . . 80 90 . . . 100 . . . 110 . . . 120

MDSDPAKI FQLDDSQGPEKI KLFSMLNHEKGLYYLTRDLQCSI DPHNYLF I LVCANNAWQ

? 7 2 72?22 —

Secondary N N
- — ARRRRRRRRARRARR s sy RAN
structure
confidence
Disorder —2 2?22?2222 22222222? ?2 —2?7? 2?22

DI,Sorder EETTEE NI N e I S .
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L .. . 180

NI PAERLRSWLDKMNKWSRL NHCSLLVI NP GNNNDKQFSLLLEEYRSLFGLASLRFQGDQ
Secondar
Y ARARAARAARAARARAAN ey RAARARR AR ——

structure

SS .. | & | BN I | Iy | HE N s
confidence

Disorder 222272 2272

Disorder
confidence
190 . . 200 . . .. 210 . . .. 220 . . .. 230 . . .. 240

HLLDI AFWCNEKGVSARQQL SVQQQNGI WT LVQSEEAEI QPRSDEKRI LS NVAVLEGAPP

Secondary )
e ———————————| [—— ———— — e QAN —
structure N— m— vAAR

confidence

Disorder 22272 2 2222227222 272 2 —
Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . o« 20 5 o o o o 28D o o .. 300

LSEHWQLFNNNEVLFNEARTAQAATVVFSLQQNAQI EPLARSI HTLRRQR GSAMKI LVRE
Secondary

— RARAARAL —— AAMAARAARRARAARN  e—
structure
SS T T BN I N N
confidence
Disorder 222722 ;

Disorder

N Il N EE s
confidence

o IO o o o o 820 o o o o 880 . o .. 340 . . o o 380 . . 360

NTASLRATDE RLLLACGANMVI PWNAPLSRCLTMI ESVQGQKFSRYVPEDI TTLLSMTQP

Secondary
—RRRLRARRN S e—— - AARARIARRRAURRRNY “RUVRRRRN
structure KRANAN KRN R8N
confidence
Disorder 22?22 ? 2 2 —2

Dllsorder —
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 420

LKLRGFQKWDVFCNAVNNMMNNPLLPAHGKGVLVALRPVP GI RVEQALTLCRPNRTGDI M

Secondary ~====Z0 @ ecocssesssSss
structure LURRRVRRRNN —— RAANAN —
I N . N RN N I
confidence
Disorder 2 2 2 2 2 222222222 2 —2 2

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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