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Secondary structure and
disorder prediction

10 L. 2000 ..o .30 . L. 40 ... 50 . . . 60
MTTDNTNTTRNDSLVARTDT WLQSLLVWSPGQRDI | KTVALVLMVLDHANRI LHLDQSWM
Secondar

Y RARAAR  ARAARRARAARARR RAUAANAAANANARNNNAS——ASNN

structure

DISOrder')”)'}’}'}'}’)'),’),’)? ? ? 22 2?2 2 2?2 ?

Disorder
N I N
-

.. 70 . . 80 90 .. 100 . . 110 .. 120
FLAGRGAFPLFALVWGLNLSRHAHI RQLAI NRLWGWAVFS QFWYYFAGFP WYEGNI LFAF
Secondary

ANANRAANARANARAANRNASN RAANAARRANRRARAARS——  RARARRARAN

structure mu
SS
confidence
Disorder

Disorder
confidence
. 130 . . . 140 . . . 150 . . . 160 170 180

AVAAQVLTWCETRSGWRTAAAI LMMALWGPLSGTSYGI AGLLMLAVSHRL YRAEDRMERL
Secondany. u g AARARAAA — AAAAAAAAAAAAAAAAAAAAAAARAAARARAARRAAR — RNAN

structure

. SS - ——
—

Disorder 222

Disorder
confidence
190 .. .200 . . . .. .210 . . . ... 220 . . L .. . 230 . . ... 240

VLVACLLAVIPALNLATSDAAAVAGLVMTVLTVGLVSCAGKLLSRFWPGDFFPTFYACHL
Secondany. o u ARRARARAAA — ARAAARAARARARAARARARRAA — ARRRARRARRA
structure AR KRR RS8R

SS
confidence
Disorder 222 2

Disorder
confidence

AVLGVLAL
Secondary .
structure AAAAAAR
SS
confidence
Disorder —————— 2 ?
Disorder
confidence

Confidence Key
High(9) IILEIRIRI Low (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

