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disorder prediction

10 20 .. 30 . . 40 .. 50 . . 60

MSSKLVLVLNCGSSSLKFAI | DAVNGEEYLSGLAECFHLP EARI KWKMDGNKQEAAL GAG

Secondar ) ) _ _ -
Structurg *f*f_ *kﬁﬁ_-*ﬁfkﬁ__ ******* —- _
e
Disorder ? ? 2 ? .
-, N O

Dllsorder
confidence
.70 . . . ., . . . .80 . . . .., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . .., . . . .12

BRI AAHSEALNFI VNTI LAQKPELSAQLTAI GHRI VHGGEKYTSSVVI DESVI QGlI KDAASFA
Secondar N N
Y AAARAARARRARRA — —_— e RRARARANAARN———

structure
SS

confidence

Disorder 2222
Disorder

q [ e & |
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

PLHNPAHLI Gl EEALKSFPQLKDKNVAVFDTAFHQTMPEESYLYALPYNLYKEHGI RRY G
Secondar
Y ARRAARR ARARARAA T AR RAANA—ARAARAN— = —

structure

confidence

Disorder

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

AHGTSHFYVTQEAAKMLNKP VEELNI | TCHLGNGGSVSAI RNGKCVDTSMGLTPLEGLVM
Secondar
YV AAAAAARAARAARA AR ey — . S—

structure

SS [ ] | . I T I
confidence

Disorder ? 2

Disorder
confidence
250 . . 260 . . . . 270 . . 280 ..290 . . .. 300

GTRSGDI DPAI | FHLHDTLGMSVDAI NKLLTKESGLLGLTEVTSDCRYVEDNYATKEDAK

Secondary )
———————— AAAAAAAARA — AARARARAA =y AARAARAARA
structure &R RN RASAK
confidence
Disorder 2272

Disorder
confidence
. 310 . . . . 320 . . . . 330 . . .. 340 . . .. 350 . . .. 360

RAMDVYCHRL AKY! GAYTAL MDGRLDAVVF TGGI GENAAMVRELSLGKLGVLGFEVDHER
>econda’ AMAAARAARAARRAARARRAA —— — ——————— AARAARARRRA — — KRR

structure

)
confidence

Disorder

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400

NLAARFGKSGFI NKEGTRPAVVI PTNEELVI AQDASRLTA
Secondary g - — ) AAAA AAARARAAA

structure

_—--—__

Disorder —2 2?22?2222 2?2227? 2 2
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



