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# Template Alignment Coverage 3D Model Confidence
1 c3bdrA_ Alignment

2 C2y69X_ Alignment

3 div54k_ Alignment

4 C2yumA_ Alignment

5 clzecA_ Alignment_
6 dlh6va3 Alignment

7 dix4lal Alignment

8 c1fdfA_ Alignment

9 dluwda_ Alignment

10 dlwgxa_ Alignment

% i.d.

Template Information

PDB header:structural genomics, unknown function

Chain: A: PDB Molecule:ycf58 protein;

PDBTitle: crystal structure of fatty acid-binding protein-like ycf582
from thermosynecoccus elongatus. northeast structural 3 genomics
consortium target ter13.

PDB header:electron transport

Chain: X: PDB Molecule:cytochrome c oxidase polypeptide 7b;
PDBTitle: bovine heart cytochrome c oxidase re-refined with
molecular2 oxygen

Fold:Single transmembrane helix
Superfamily:Mitochondrial cytochrome c oxidase subunit VIib
Family:Mitochondrial cytochrome c oxidase subunit VIIb

PDB header:transcription

Chain: A: PDB Molecule:zinc finger zz-type-containing protein 3;
PDBTitle: solution structure of the myb-like dna-binding domain
of2 human zzz3 protein

PDB header:viral peptide
Chain: A: PDB Molecule:nefl-25;
PDBTitle: nmr solution structure of nefl-25, 20 structures

Fold:CO dehydrogenase flavoprotein C-domain-like
Superfamily:FAD/NAD-linked reductases, dimerisation (C-
terminal) domain

Family:FAD/NAD-linked reductases, dimerisation (C-terminal)
domain

Fold:DNA/RNA-binding 3-helical bundle
Superfamily:Homeodomain-like
Family:Homeodomain

PDB header:signaling protein
Chain: A: PDB Molecule:rhodopsin;
PDBTitle: helix 7 bovine rhodopsin

Fold:Ferredoxin-like
Superfamily:RNA-binding domain, RBD
Family:Smg-4/UPF3

Fold:DNA/RNA-binding 3-helical bundle
Superfamily:Homeodomain-like
Family:Myb/SANT domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bdrA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c3bdrA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2y69X_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c2y69X_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1v54k_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/d1v54k_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2yumA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c2yumA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zecA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c1zecA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1h6va3
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/d1h6va3.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1x41a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/d1x41a1.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1fdfA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c1fdfA_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1uw4a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/d1uw4a_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1wgxa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/d1wgxa_.10.pdb

PDB header:rna binding protein/rna
Chain: N: PDB Molecule:nucleoprotein;
PDBTitle: respiratory syncitial virus ribonucleoprotein

11 c2wj8N_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2wj8N_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4b831e9b3f7219e7/c2wj8N_.11.pdb

