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Secondary structure and
disorder prediction

10 2.0 o ¢ o IO o o o 40 o ¢ oo B0 o o o 60

MLLHI LYLVGI TAEAMT GAL AAGRRRMDTFGVI | | ATATAI GGGSVRDI LLGHYPL GWVK
secondany _AMAAAAAAAAARAARAARAARAA — AAAARARRARAA  ARARARRAA — RRAR

structure

)
confidence

Disorder ?

Disorder
confidence
.70 .. .. . 80 . . 90 .. 100 . P . L1100 . . .. 120

HPEYVI | VATAAVLTTI VAP VMPYLRKVFLVLDALGLVVFSI | GAQVALDMGHGPI I AVV
Secondary g m aaARAAAAAAAAAAARLARAAAAAAARARAAAARARARAAAARAAANL — AARAAA

structure

SS . _____________________________________________________|
confidence

Disorder

Disorder
confidence
130 0 L 140 .. . 150 . . . 160 P . 170 .. . . .. 180

AAVTTGVFGGVLRDMFCKRI PLVFQKELYAGVSFASAVLYI ALQHYVSNHDVVI | STLVF
Seconda’ AMMAAAAAAARAAAAAA ——AARA —AARARAAAAAARAARAAR —ARRAARARRAA

structure

)
confidence

Disorder
Disorder
confidence
190 .. 200 . .

GFFARLLALRLKLGLPVFYY SHE GH
secondary) o g u ARAARAR .
structure —
SS
confidence
Disorder 22227222
Disorder
confidence

Confidence Key
High(9) I EIRIEI Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

