ml a.kelley@imperial.ac.uk
 Description [{y/e

ThuJan 511:05:22 GMT
Date 2 12

U”'q”eJ°b 4322567211c67a97

Phyro2 B

Detailed template
information

# Template Alignment Coverage 3D Model Confidence

1 disi2a_ AIignn;t 23
2 dit2sa_ AIignr;t
3 clr6zA_ Ali gnn;t
4 dir6zal AIignr;t
5 dim56d_ _Alignment

% i.d.

Template Information

Fold:SH3-like barrel
Superfamily:PAZ domain
Family:PAZ domain

Fold:SH3-like barrel
Superfamily:PAZ domain
Family:PAZ domain

PDB header:gene regulation

Chain: A: PDB Molecule:chimera of maltose-binding periplasmic
protein and

PDBTitle: the crystal structure of the argonaute2 paz domain (as a
mbp fusion)

Fold:SH3-like barrel
Superfamily:PAZ domain
Family:PAZ domain

Fold:Single transmembrane helix
Superfamily:Bacterial aa3 type cytochrome c oxidase subunit IV
Family:Bacterial aa3 type cytochrome c oxidase subunit IV



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1si2a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/d1si2a_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1t2sa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/d1t2sa_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1r6zA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/c1r6zA_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1r6za1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/d1r6za1.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1m56d_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/d1m56d_.5.pdb

6 difc3a_ Alignment

Fold:DNA/RNA-binding 3-helical bundle

27 Superfamily:C-terminal effector domain of the bipartite response
regulators
Family:Spo0OA



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1fc3a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4322567211c67a97/d1fc3a_.6.pdb

