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Secondary structure and
disorder prediction

10 s < o 20 o o s o IO o o 40 50 60

MNQI FMVI FLVLSGFI VGNVWSDRGWQKKWAERDAAALSQEVNAQFAARI | EQGRTI ARD
Secondary g m aRRARRRAARAAAARARAAARAASARAARAAAARARARRAAARAAAARARARRRARAR

structure
)
confidence -
Disorder ? ? ?

Dllsorder -
confidence
.70 . . - . 80 . . . 90 .. . 100 . . . 110 120

EAVKDAQQKSAEI SARAAYLSDSVNQLRAEAKKYAI RLDAAKHTADLAAAVRGKTTKTAE

Secondary
RARASRAARANRARAARAARAARARANRARARRARARARANAAN RN KA

structure

confidence
Disorder 227222222222222222222
DI.SOrder HE I e = D

confidence

130 140 I |5 160

GMLTNMLGDI AAEAQLYAEI ADERYI AGVTCQQI YESLRDKKHQM
secondary g g  AAAAARAAAAAAAAAAAAAARAAAAAAARRARARARA —

structure

SS
confidence

Disorder

Disorder
confidence

Confidence Key
High(o) [l ERIRIILow (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

