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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 50 60

MGKTI SIKVLFGIYLLLMAGKVFAFSCNVDGGSSI GAGTTSVYVNLDPVI QP GQNLVVDL
Secondary

— e i LA AR ee—— —— e — I
structure » e R —— -
confideniz — — — L —— IE B IS S EE—
Disorder ? 2 ? 2 —?2?2-—21?27? ?
[ m— ]

Disorder
confidence
70 80 90 100 110 ... 120

SQHI SCWNDY GGWY DT DHI NLVQGSAFAGS LQSYKGSLYWNNVTYPFPLTTNTNVLDI GD
Secondary

ey — —— e i ey —— — —— —— ——————— I ————
structure
confidence
Disorder ? 2?2 —7?27?—7? — ? 2 —2 —?
I

Disorder
confidence

KTPMPLPLKLYI TPVGAAGGVVI KAGEVI ARI HMYKI ATL GSGNPRNFTWNI | SNNNVVM

o B0 - o o 140 150 160 P 170 180

Secondary
————— I I N i —— ——— I E— ——— I
structure »
confidence
Disorder ? 2 ? 22222 —? 2222 ——
Disorder e E—— — —

confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

PTGGCTVDSRNVTVDLPDFPGSAEI PLGVYCSSEQKLSFYLSGATTDSSRQVFANTAPDA

Secondary
[R— i ————— e ————— i ————— i ——
structure »
confidence
Disorder ? —227? 227?222 22222722 222222 221212122

DI_Sorder HE B =N I ||
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. . 300

TKASGVGVTL MRNGK I LATGENVSLGTVNKSKVPLGLSATYGQTGNKVSAGTVQSVI GVT

Secondary
e e e e i ———————— e —————————

structure

confidence

Disorder 2 ? 7 2 ? 72722122 rrr o
Dlnsorder —
confidence

FIYE
Secondary >
structure

SS
e —

Disorder ———?

Dlnsorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

