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Detailed template
information

# Template Alignment Coverage ence % i.d. Template Information

Fold:Cytidine deaminase-like
20.2 33 Superfamily:Cytidine deaminase-like

: Family:AICAR transformylase domain of bifunctional purine
biosynthesis enzyme ATIC

1 dlzcza2 Alignment

PDB header:transferase/hydrolase
Chain: A: PDB Molecule:bifunctional purine biosynthesis protein
purh;

24 PDBTitle: crystal structure of
phosphoribosylaminoimidazolecarboxamide2 formyltransferase /
imp cyclohydrolase (tm1249) from thermotoga3 maritima at 1.88 a
resolution

2 clzczA_ Alignment

PDB header:transferase-hydrolase
Chain: B: PDB Molecule:bifunctional purine biosynthesis protein
purh;

28 PDBTitle: crystal structure of mycobacterium tuberculosis purh
complexed with2 aicar and a novel nucleotide cfair, at2.48 a
resolution.

3 c4aloB_ Alignment

4 dixrual Alignment

Fold:Double-stranded beta-helix
21 Superfamily:RmIC-like cupins
Family:Kdul-like

5 d1h59b_ Alignment

Fold:Knottins (small inhibitors, toxins, lectins)
Superfamily:Growth factor receptor domain
Family:Growth factor receptor domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1zcza2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/d1zcza2.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zczA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/c1zczA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4a1oB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/c4a1oB_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1xrua1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/d1xrua1.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1h59b_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/d1h59b_.5.pdb

Alignment

36

Fold:Galactose-binding domain-like
Superfamily:Galactose-binding domain-like
Family:APC10-like



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1gqpa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36c634875471f6ea/d1gqpa_.6.pdb

