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Secondary structure and
disorder prediction

10 o 0 oo 20 5 o o o ¢ oo 3@ - o o 40 R 60

MAEAQNDPLLPGYSFNAHLVAGLTPI EANGYLDFFI DRPL GMKGYI LNLT I RGQGVVKNQ
Secondar: )
y RR — e—— e e —
I

structure

SS I
confi dence

Disorder
confidence

.70 . .. . 80 . . . 920 .. .10 . . . .. 110 ... ... 120

GREFVCRPGDI LLFPPGEI HHYGRHPEARE WYHQWVYFRP RAYWHEWLNWPSI FANT GF F

Secondary
Ce— —_— —— —— L AUAARRRRARRAR -
structure A
confidence
Disorder 2?2 7 ——

Disorder
confidence
L1300 L L 140 P . 150 . . . . .. 160 . . . .. .170 . .. .. . 180

RPDEAHQPHFSDLFGQI | NAGQGEGRYSEL LAI NLLEQLLLRRMEAI NESLHPPMDNRVR

Secondary
S ARAARRARARAR ARAAARAARRARARRRAN
structure RARAKRASN RN RN RARARASN
confidence
Disorder ? 22272272 2222222272
| | I 2DaEE .

Disorder
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . . . . 240

EACQYI SDHL ADSNFDI ASVAQHVCLSPSRLSHLFRQQLGI SVLSWREDQRI SQAKLLLS
seconday ARRARAAAA ——— ARARARAA — ARAARARARAAA — AARAAARAARAARRARAR

structure
SS
confidence

Disorder ?

Disorder
confidence
. 250 . . .. 260 . . . . 270 . . .. 280 . . ..290 . .

TTRMPI ATVGRNVGFDDQLY FSRVFKKCTGASPSEFRAGCEEKVNDVAVKLS

Sgi:’uncdtg:g ————— AAAAAAAA — ASAAAAAAAAA —  ASAAAARAARAARA ARAAA —

‘ SS —— —
——

Disorder —2 2 222222272272

Dllsorder - -
confidence

Confidence Key
High(9) [IECIIEEIILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

