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Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
— PDB header:dna binding protein
. Chain: B: PDB Molecule:heterocyst differentiation protein;

1 c3qodB. Alignment PDBTitle: crystal structure of heterocyst differentiation protein,
hetr from2 fischerella mv11
PDB header:membrane protein, transport protein
Chain: D: PDB Molecule:pts system, cellobiose-specificiic

. component;

2 c3anqD_ Alignment PDBTitle: crystal structure of the transporter chbc, the iic
component from the2 n,n'-diacetylchitobiose-specific
phosphotransferase system
Fold:Single transmembrane helix

. Superfamily:Mitochondrial cytochrome c oxidase subunit Vlic (aka

3 divs4l_ Alignment Villa)

Family:Mitochondrial cytochrome c oxidase subunit Vllc (aka Vlila)
— PDB header:immune system, membrane protein
4 C2KIUA . Chain: A: PDB Molecule:t-cell surface glycoprotein cd4;
S Alignment PDBTitle: nmr structure of the transmembrane and cytoplasmic
domains2 of human cd4
— PDB header:electron transport
. Chain: Y: PDB Molecule:cytochrome c oxidase subunit 7c;

2 C2y6oY. Alignment PDBTitle: bovine heart cytochrome c oxidase re-refined with

molecular2 oxygen
S Fold:Gated mechanosensitive channel

6 d2oaral Alignment Superfamily:Gated mechanosensitive channel

Family:Gated mechanosensitive channel
— PDB header:cell adhesion
. Chain: A: PDB Molecule:integrin alpha-iib;

Z c2kneh Alignment PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex
PDB header:membrane protein

- Chain: A: PDB Molecule:potassium voltage-gated channel

8 C2k21A_ Alignment subfamily e
PDBTitle: nmr structure of human kcnel in Impg micelles at ph 6.0
and2 40 degree ¢

- PDB header:immune system

9 c3h3pT_ Alignment Chain: T: PDB Molecule:4e10_s0_1tjlc_004_n;

PDBTitle: crystal structure of hiv epitope-scaffold 4e10 fv complex
PDB header:cell cycle
- Chain: B: PDB Molecule:mki67 fha domain interacting nucleolar
10 c2affB_ Alignment phosphoprotein;
PDBTitle: the solution structure of the ki67fha/hnifk(226-269)3p
complex
— PDB header:ribosome/ribosomal protein
: . Chain: A: PDB Molecule:preprotein translocase secy subunit;
1 cjoA Alignment PDBTitle: structure of the ribosome-secye complex in the

membrane environment



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3qodB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c3qodB_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3qnqD_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c3qnqD_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1v54l_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/d1v54l_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kluA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2kluA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2y69Y_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2y69Y_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2oara1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/d2oara1.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2kncA_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2k21A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2k21A_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3h3pT_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c3h3pT_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2affB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2affB_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3j01A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c3j01A_.11.pdb

Fold:Transmembrane helix hairpin
Superfamily:Magnesium transport protein CorA, transmembrane

12 d2iuba2 Alignment
13 c2rddB_ Alignment o
14 €3iz6C_ Alignment -
15  c2voyG_ Alignment
16 c2jInA_ Alignment
17 c210eA_ Alignment -

Z region
Family:Magnesium transport protein CorA, transmembrane region
PDB header:membrane protein/transport protein

15 Chain: B: PDB Molecule:upf0092 membrane protein yajc;
PDBTitle: x-ray crystal structure of acrb in complex with a novel2
transmembrane helix.
PDB header:ribosome

18 Chain: C: PDB Molecule:40s ribosomal protein s9 (s4p);
PDBTitle: localization of the small subunit ribosomal proteins into
a 5.5 a2 cryo-em map of triticum aestivum translating 80s ribosome
PDB header:hydrolase
Chain: G: PDB Molecule:sarcoplasmic/endoplasmic reticulum

28 calcium
PDBTitle: cryoem model of copa, the copper transporting atpase
from2 archaeoglobus fulgidus
PDB header:membrane protein

16 Chain: A: PDB Molecule:mhpl;
PDBTitle: structure of mhpl, a nucleobase-cation-symport-1
family2 transporter
PDB header:membrane protein

11 Chain: A: PDB Molecule:sodium/hydrogen exchanger 1;

PDBTitle: structural and functional analysis of tm vi of the nhel
isoform of the2 na+/h+ exchanger



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2iuba2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/d2iuba2.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2rddB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2rddB_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3iz6C_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c3iz6C_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2voyG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2voyG_.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jlnA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2jlnA_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2l0eA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2l0eA_.17.pdb

PDB header:membrane protein

Chain: A: PDB Molecule:large-conductance mechanosensitive
channel;

PDBTitle: mechanosensitive channel of large conductance (mscl)

18 c2oarA_ Alignment 23



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2oarA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/36268c122e80b3be/c2oarA_.18.pdb

