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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MFEI NPVNNRI QDLTERSDVLRGYLDYDAKKERLEEVNAELEQPDVWNEP ERAQAL GKER

Secondary
— RRRARRLARRRRARRAR . ARRUTRRRRRAR ARRAIRRARAR
S e L e Y AN R
SS
g H .
Disorder ? ? 2 22222722

Dllsorder
confidence

70 80 920 100 110 ... 120

SSLEAVVDTL DQMKQGLEDVSGLLELAVEADDEETFNEAVAELDALEEKL AQLEFRRMFS
Secondary
U T W G G S R P B R R R B G A ey

structure

SS
confidence

Disorder 222
Disorder

. I | .|
confidence

o B0 - o o 140 o - o B0 - o o 160 P 170 180

GEYDSADCYL DI QAGSGGTEAQDWASMLERMYLRWAESRGFKTEI | EESEGEVAGI KSVT
Secondar , ]
y —— ALAMURARRARRARRANAAN ey ———————— S

structure

SS
-

Disorder 222

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

Sequence I KI SGDYAYGWLRTETGVHRLVRKSPFDSGGRRHTSFSSAFVYPEVDDDI DI EI NPADLR
Secondar ;
Y oy AARAR AAAANR RN —— e NRN R

structure

. SS ]
confidence

Disorder ? 2?2?2?2?2?2?2?2?2? 22 12227222722

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

| DVYRTSGAGGQHVNRTESAVRI THI PTGl VTQCQNDRSQHKNKDQAMKQMKAKLYELEM
Bt iial (I iy ————— AAIIRTTLRAATRUUAURANR

structure

Disorder —2 2?2 —2 —2? ? ??

Dlnsorder e —
confidence

o IO o o o ¢ 0 820 o o s 830 . o o .. 340 . . o o 380 . . .. . 360

QKKNAEKQAMEDNKSDI GWGSQI RSYVLDDSRI KDLRTGVETRNTQAVLDGSLDQFI EAS
secondar) ARAARAARRARARAR — ————— —,———————— AR RURAARAR

structure
SS

confidence

Disorder 2222222 2 a

Dllsorder - -
confidence

LKAGL
Secondary T
structure AR

SS
confidence =
Disorder —2 2 2 ?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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