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Secondary structure and
disorder prediction

e o 1 - 1o - )

M MKGI | LAGGS GTRLHPI TRGVSKQLLPI YDKPMI YYPLSVLMLAGIREILIITTPEDKGY
Secondar: - - . } )

Y o — m———RANN Aleesy e UUAUNAUIAANN ey ——— QNN

structure

SS
confidence -
Disorder ? ?

Di.sorder
confidence

. . . .., . . . .70 . . . ., . . . .80 . . . ., . . . .9 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
B F QRLLGDGSEFGI QLEYAEQPSPDGLAQAFI | GETFLNGEPSCLVLGDNI FFGQGFSPKL

oot ARAAA——AAA —— S— RUARARRAARL ey wey  RARRA

structure

confidence

Disorder

Disorder
confidence

.. . ... . . . 130 . . . .., . . . .14 . . . ., . . . .15 . . . .., . . . .160 . . . ., . . . .170 . . . ., . . . .180
PEMEIEIRHVAARTEGATVFGYQVMDP ERFGVVEFDDNFRAI SLEEKPKQPKSNWAVTGLYFYDSKYV

Secondar . } ) )
structurZ:-/ ARRAR s —- ——————————] e —— R

Disorder

Disorder
confidence
.. . ... . . . .19 . . . ., . . . .200. . . ., . . . .210 . . . ., . . . .220. . . .., . . . .23 . . . .., . . . .240
B VEYAKQVKPSERGELEI TSI NQMYLEAGNL TVELLGRGFAWLDTGTHDSLI EASTFVQTV

Secondary memmm LR LG R — (S— ASMRRARRARARRARS

structure

confidence
Disorder ———— 22?22?2272 ?

Disorder
confidence

o 250 o o .. 260 . . N 217(0 B .. 280 . . PR 2.0 0 B

B EKRQGFKI ACLEEI AWRNGWL DDEGVKRAASSLAKTGYGQYLLELLRARP RQY

Seconcory AAA =y KRR RULRRRRIL

structure

Disorder —2 —2 22?2 —? —2 222222222722 22222722

Disorder

confidence

Confidence Key
High(9) [IECIIEEIILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

